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Abstract: Systematic elucidation of the anti-inflammatory regulatory mechanisms of bioactive monomers derived from traditional
Chinese medicine (TCM) remains one of the key challenges in the current field of TCM research. However, multi-omics integrated
analysis, employing multi-dimensional strategies, can comprehensively elucidate the key biomarkers, signaling pathways, and
regulatory networks involved in the intervention of TCMs anti-inflammatory monomers in inflammatory diseases, thereby offering an
innovative approach to studying their anti-inflammatory mechanisms. This study systematically reviews core methods in multi-omics
analysis, practical applications of multi-omics integrated analysis in probing the mechanisms of anti-inflammatory active monomers
in TCM, and the latest advances in multi-omics combined analysis strategies. Furthermore, we critically examine the issues encountered
in studying the anti-inflammatory mechanisms of TCM active monomers using multi-omics technologies and propose strategies to
address these challenges. This work aims to offer fresh perspectives for studying the mechanisms and optimizing the utilization of anti-
inflammatory active monomers in TCM, ultimately advancing TCM modernization research.
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