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Study on the differentiates of metabolic profiling of Viadimiriae Radix before and
after processing using HPLC-UV
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Abstract: Objective Comparing the metabolic profiling differences of Viadimiriae Radix before and after processing, screen out the
discrepant constituents. Methods Acquiring the chromatogram information from the processed and unprocessed Viadimiriae Radix
by UV-HPLC analysis. Then comparing the metabolic profiling differences of Viadimiriae Radix before and after processing by PCA,
PLS-DA, HCA, and screen out the discrepant constituents which lead up to these differences. Results The metabolic profilings
between processed and unprocessed Viadimiriae Radix are apparent different, data showed 7 peaks of them mainly make the quality
difference, include active constituents costunolide and dehydrocostus lactone. Conclusion Based on the metabolic profiling can be
used to study the processing mechanism of Viadimiriae Radix.
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Table 1 Collection information of Viadimiriae Radix

Lk KA AT KA (]
1 BT SIS EL AR 2 HEAR A 2010.10.10
2 BT SIS EL AR 2 HEAR A 2010.10.11
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Fig. 1 HPLC-UV chromatograms of Viadimiriae Radix (S1),
its processed sample (W1), and QC sample (QC1)
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Table 2 Relative quantification of compounds in Viadimiriae

FRSH

Radix before and after processing

e T AR

D% AU
A v
peakd 5344+ 34 4985+182" |
peak5  230.5% 9.4 192.6+14.1" |
peak6  713.1%=142  655.7+11.2" |
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peakl8  48.1% 8.6 213+ 8.7 |
peakd7 4949+ 8.6  481.6+35.0 |
peak48  777.0+12.4  777.1£359 -

S TP<0.05 TP<0.01
"P<<0.05 “"P<0.01 vs comparing with raw Vladimiriae Radix
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