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Abstract: This review focuses on the interaction mechanisms between Huanglian (Coptis chinensis) and its rhizosphere
microorganisms, systematically summarizing recent research advancements in this field. Studies demonstrate that the composition of
rhizosphere microbial communities undergoes dynamic changes influenced by cultivation duration, with root exudates playing a crucial role
in shaping microbial community structure. Rhizosphere microorganisms exert both beneficial and detrimental effects on C. chinensis:
Pathogenic fungi contribute to plant diseases, while beneficial microbes promote plant growth and enhance the accumulation of secondary
metabolites. Notably, miRNA-mediated immune responses have been identified as key regulators of the interactions between C. chinensis and
pathogenic fungi. These findings provide essential theoretical insights for overcoming continuous cropping obstacles and improving the
medicinal quality of C. chinensis. Future research should leverage advanced technologies to comprehensively explore the functional potential
of rhizosphere microorganisms, fostering the sustainable development of the C. chinensis industry.
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Fig.1 Schematic diagram of interaction between C. chinenesis and rhizosphere microorganisms
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