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Abstract: Objective To analyze the related research on DNA barcoding in the field of Chinese materia medica (CMM) based on
bibliometrics, to understand the current research status, reveal research hotspots and trends, and provide references and guidance.
Methods The relevant research literature on DNA barcoding in CMM was collected and organized from the Web of Science Core
Collection database and the China National Knowledge Infrastructure database from 2000 to December 31, 2023. CiteSpace and
VOSviewer were used to visualize and analyze the number of publications, authors, institutions, and keyword co-occurrence networks.
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Chinese Materia Medica, China Academy of Chinese Medical Sciences, and Peking Union Medical College, Chinese Academy of

Medical Sciences, are the institutions with the highest publication volume in both Chinese and English literature. The development of

efficient and universal plant barcodes, identification of CMM species based on DNA barcoding and chloroplast genome sequencing,

germplasm resource protection, quality control, and research on the identification of bioactive components of Chinese patent medicines

may be recent research hotspots. Conclusion In the future, researchers should focus on developing efficient and universal plant

barcodes, promoting the identification and genetic diversity analysis of CMM germplasm resources based on DNA barcoding,

advancing whole-genome sequencing of medicinal plants and organelle genomes, integrating DNA barcoding with physicochemical

analysis methods to achieve comprehensive evaluation of medicinal material quality, further integrating DNA barcoding technology

into the entire CMM industry chain to achieve full supervision and traceability.

Key words: DNA barcoding; Chinese materia medica; bibliometrics; chloroplast genome; species identification; quality control.
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Fz 1 7 DNA ZHBHARP. EXLHMESFEEZEE (Top 10)
Table 1 Information of high-yielding authors in Chinese and English literature on CMM DNA barcoding research (Top 10)
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Table 2 Information of high yielding institutions in Chinese and English literature on CMM DNA barcoding research (Top 10)
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Table 3 High-frequency keywords in Chinese and English
literature on CMM DNA barcoding research
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Fig.5 Keyword emergence maps of Chinese (A) and
English (B) literature on CMM DNA barcoding research
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