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Abstract: Objective To study the response characteristics of Lianqiao (Forsythia suspensa) polyamine oxidase (FsPAO) gene family
under salt and drought stress. Methods Five members of the FsPAO gene family were identified by analyzing the F suspensa
transcriptome data. The correlation analysis was carried out by means of protein physical and chemical properties and motif analysis,
protein structure analysis, phylogenetic analysis, and structural domains. The gene expression levels were analyzed under salt and drought
stress. Results The amino acid number of the FsP4O gene family ranged from 235 to 541 aa; The molecular weight from 26 069 to 59
328; The isoelectric point ranged from 5.27 to 5.86; The instability coefficients from 35.68 to 44.14, and the total average hydrophilicity
was negative, so it was hypothesized that all the proteins of the FsP4O gene family were unstable, acidic, hydrophilic proteins, with a-
Helix and irregular coil being the main secondary structural forms of PAO proteins. Conclusion The five identified members of the
FsPAO gene family had specific expression patterns, and salt stress and drought stress induced the expression of the five members of the
FsPAO gene family, which might be involved in the regulation of F. suspensa in response to salt stress and drought stress. Through this
study lays a foundation for in-depth exploration of the function of the FsP4O gene family.
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Fig. 2 Conservative motif analysis of PAO family members in F suspensa
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Fig. 4 Relative expression levels of P40 gene family members in different tissues of F. suspensa
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Fig. 5 Relative expression levels of PAO gene family members under salt stress of F. suspensa
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Fig. 6 Relative expression levels of PAO gene family members under drought stress of F. suspensa
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