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Abstract: Objective To explore the effects of genistein and daidzein in different proportions at different administration time on gut
microbiota of rats, and to screen the best administration conditions. Methods SD rats were randomly divided into control group,
genistein-daidzein (1 : 1) group, genistein-daidzein (2 - 1) group and genistein-daidzein (3 : 1) group. After 28 d of drug intervention,
feces were collected. 16S rRNA high-throughput sequencing was used to analyze the structure of gut microbiota in control group and
the rats treated with different proportions of genistein and daidzein for 7, 14, 21, 28 d. Results The differences of a diversity, 3
diversity and species composition at phylum or genus level between the treatment group and control group were analyzed. It was found
that genistein and daidzein could change the structure and composition of gut microbiota in rats, and significantly increased the
abundance of Lactobacillus in intestinal tract. Conclusion Genistein-daidzein (1 : 1) administration for 21 d could regulate the
abundance of Lactobacillus in gut microbiota of rats.
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VUHELR, 2525 7. 14, 21,

04
AN

& WA

® PR
Acidobacteriota
Cyanobacteria

© JEEER]
]

® Desulfobacterota

o Fifth

© unidentified_Bacteria
TR
® Campylobacterota

D
(=}

HEXS /%
5

[}
(=}

= ||

o |/
< [/ I

> | [

~ |1

of rats
95% B 15 X []
: '_._' k% - R

J e R e I —O— ; wok A
LA T Q@ *
e T (@] *
0 0.2 0.4 0.6 0.8 -0.50 -0.25 0 0.25 0.50
FHME () 25+
. . 95% B {F[X [H] R
Acidobacteriota VM 3 O * mp
Chloroflexi F—————x — O *
0 0.001 0.0020.003 0.0040.0050.006 0.002 0.004 0.006 0.008
- 44 2 ) 22 57
95%E 15 X [H] mR
iy BEBEmm ; —Q@— = i C
e T e — —(O— sk
0 0.2 0.4 0.6 0.8 -0.25 0 0.25 0.50
S I 57
95%E 15 X A
, MR
B T e p— —@— * mp
JERERE ] —_— ] —QO— : *
unidentified Bacteria Ea g *
Nitrospirota ! . . ) ‘ . ‘ ‘ ) @ ) ) *
0o 01 02 03 04 05 06 0.7 -0.2 0 0.2 0.4
FHME I8 5+

"P<<0.05 "P<0.01, 5[
"P<0.05 *P<0.01,same as fig. 5

B4 FRAR-REETTRNAEBERFENFEEEIKFE LHESR

Fig. 4 Difference of relative abundance of gut microbiota in rats at phylum level induced by genistein-daidzein
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Fig.5 Difference of relative abundance of gut microbiota in rats at genus level induced by genistein-daidzein
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