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Abstract: Objective To molecular clone transcription factor of Aquilaria sinensis encoding gene AsNAC2, a rare southern
medicine sedum-based plant, in order to analyze its bioinformatics and expression pattern. Methods The full length of the coding
sequence (CDS) was obtained by PCR using total RNA reverse transcribed cDNA from the stems of A. sinensis as the template;
Bioinformatics software was used to predict the physicochemical properties, structural domains and subcellular localization of the

protein;, DNAMANS.0 and MEGA6.0 were used to perform multiple sequence alignment and evolutionary relationship analysis,
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respectively. The expression characteristics of AsNAC2 gene under different tissues and injury stresses were examined by qRT-PCR.
Results AsNAC2 gene (GenBank accession MT130201) was cloned from A. sinensis; The full length of open reading frame (ORF) was

864 bp. Codification Code a weakly acidic, stable hydrophilic protein consisting of 287 amino acids, which was localized in the nucleus

and no transmembrane structural domain existed. Sequence alignment and phylogenetic tree analysis showed that the N-terminal

AsSNAC?2 protein had a typical NAM structural domain and was closely related to Theobroma Cacao, Herrania umbratica and, Durio

zibethinus. NAC 2-like proteins in the mallow order, belonging to the ATAF subgroup of the NAC transcription factor family. qRT-PCR

results showed that ASNAC2 gene was mainly expressed in the roots and stems of healthy A. sinensis, and whole-break dry injury

significantly induced the up-regulation of 4sNAC2 gene expression in the stems, reaching a peak at 2 h, and then slowly decreasing until

48 h when it basically returned to normal. Conclusion The AsNAC2 gene was cloned and characterized from A. sinensis for the first

time, which is susceptible to injury-induced expression and correspondingly early in the injury.
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Multiple Alignment of AsSNAC2 and NAC amino acid sequences in other plants
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Fig. 3 Phylogenetic tree of amino acid sequences of AsSNAC2 protein and other homologous sequences
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