¢EH 20247 $52% H 148 Chinese Traditional and Herbal Drugs 2021 July Vol. 52 No. 14 * 4119 »

° -‘g- iﬁ °
(PLE IR IR TTIRIER) fRI

4 B, RAEZ, K WS O 2 & AT

1 fE RS BERESE TR MR Es, Jbat 100071

2. TR FAL R TR B2 SR L AT, THAERE B AR, I (5 R SHEARE S 5 O YME B 70, Ak 100084
3. REHERAEMELABEET AT, RET QY T I RA AN AL B SR =, R 300457

T8 OB LT N W (R g B DR R LA A 2 A LA 0 — T 1 6. P s 3G 7 R 252411
BRI BAR, PR 2GR RS HR T R ZF ( O FE—— R EAR T B, BEEEMIEEZS < RERT. AN TR AE
AR B, W45 25 2% iR M5 B ARHE 5 B 2R dn R 228 SRR I — A BB S 11, R R 2T 8 B SR 18 1 1] R SR8 1)
—AEERRE. HAT, WM. BEIFREITHARNK EMEED, eSS AR 208, Rl B
2R, M H R 2. (B2, BTBZ eG4 R R T I T 2 PR, 5B E R TT I AT SR
FRAE A UL S AT B0 P S5 5 TR AR R 2 AR o N T BRI R 5 G 4 25 B2 (A 7T, IR At R R 2 G S RAT T
i 5 — AL T T M4 2PN (bt —— (2GR 20P 0 V4R R ) o 0T IZAR R I 28, ST 3 I 4 24 B 2 1
FOILFR A SR R 2, T AR S AR R A OB AR BRI e 1w S FLIE I, A IS 4% 24 B 2 AT 7 o U N 5% B A
FHZAR IR S5, DU 2% 25 B2 L i R YRR

KRR POZSZEIAE, MZGERAR: VR VPN ERE, VRMURRE: fREE

HFESES: R285 XHEkFRERS: A YEHS: 0253 -2670(2021)14 - 4119 - 11

DOI: 10.7501/j.issn.0253-2670.2021.14.001

Interpretation of Network Pharmacology Evaluation Method Guidance

NIU Ming?, ZHANG Si-qgin?, ZHANG Bo®, YANG Kuo?, LI Shao?

1. Department of Hematology, The Fifth Medical Center of General Hospital of PLA, Beijing 100071, China

2. Institute of TCM-X/Bioinformatics Division, BNRIST / Department of Automation, Tsinghua University, Beijing 100084, China

3. Tianjin Key Laboratory of Early Druggability Evaluation of Innovative Drugs, Tianjin International Joint Academy of
Biomedicine, Tianjin 300457, China

Abstract: Network pharmacology, a new discipline to explain the mechanism of disease and the mechanism of drug action from the
perspective of biological network, is well meet the holism of traditional Chinese medicine (TCM), while the core theory of network
pharmacology —“network target” theory was also proposed by TCM researchers. With the advent of biomedical “big data” and Al era,
network pharmacology has become an important breakthrough in the cross-innovation of information science and medical science,
and an important symbol of medical research from reductionism to system theory. Nowadays, network pharmacology has made great
progress in theoretical analysis and algorithm development and been widely used in the traditional and modern medical research
field, especially for TCM. However, due to the lack of standardized technology guidance, the development of network pharmacology
is still facing many challenges, especially in the aspects of reliability, standardability and verifiability. In order to further standardize
and guide the research of network pharmacology, the World Federation of Chinese Medicine Societies recently released the first
international standard for the evaluation of network pharmacology-“Network Pharmacology Evaluation Method Guidance”. Based
on the content of the guideline, this paper analyzes the key influencing factors in the process of network pharmacology research, and
mainly interprets the selection strategy and applicability of relevant technical requirements in it, so as to provide reference for researchers
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or reviewers engaged in network pharmacology and promote the development of network pharmacology research.
Key words: network pharmacology; network targets; evaluation method; evaluation elements; evaluation process; guidance
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methods 2-“model” from model construction and validation mainly refers to animal, cell and other models
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Fig. 7 Emphasis point of network pharmacology evaluation for disease (left) and drug (right)
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#x3 MEHEFTEETNEZRSTNER
Table 3 Elements and indicators for reliability evaluation of network pharmacology
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*reliability and validity are mainly applicable to the reliability evaluation verified by clinical studies, animal or cell models, etc
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Table 4 Elements and indicators for standardization evaluation of network pharmacology
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Table 5 Elements and indicators for rationality evaluation of network pharmacology
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