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Abstract: Currently, Chinese Pharmacopoeia Commission has adopted the risk assessment strategy to carry out the limited control of
exogenous hazards of traditional Chinese medicine (TCM) and gradually carried out the risk management of endogenous toxic
compounds in TCM. Chemical composition of multi-base source TCM is significantly different and whether the safety of the “same
medicinal product” is consistent still lack of scientific explanation. This brings great challenges to hazard identification, which is the
first step of risk assessment. There are two key problems in multi-base source toxic TCM. First, the toxicity mechanism is rarely
reported and lack of comprehensive consideration of the toxicity in multiple pathways and various cells in condition of information
fragmentation. Second, the basis of toxic substances is not clear, and there is a lack of “equivalent toxic composition group” that can
characterize the toxicity of TCM as a whole. Therefore, ideas and methods of hazards identification of multi-base source toxic
traditional Chinese medicine based on single cell transcriptomics are proposed to establish in this article, in order to provide technical
support for the construction of toxic TCM risk assessment system.
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Fig. 1 Relationship between hazard identification, risk assessment and quality control of traditional Chinese medicine
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Fig. 2 Research ideas and methods of hazards identification of multi-base source toxic traditional Chinese medicine based on

single cell transcriptomics
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