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Abstract: Objective To screen the main active ingredients and targets of Crinum asiaticum by using network pharmacology and explore
the potential mechanism of its anti-tumor action. Method TCMID database was used to retrieve the chemical constituents of C.
adaticum, and through Batman and Swisstargets combined with related literature, the main active components and potential targets were
screened out to establish target data. The tumor-related targets were screened through GeneCards database and NCBI database. The “C.
asiaticumringredient-tumor-target” correlation network visualization diagram was constructed by Cytoscape 3.6.3 software. Protein
interaction network between C. asiaticum and tumor established through analysis database by protein interaction network. Gene ontology
(GO) and Kyoto encyclopedia of genes and genomes (KEGG) database were adopted to analyze the gene ontology enrichment of related
targets and important pathways so as to learn the possible biological processes and pathways. The molecular docking was used to conduct
reverse verification of semi-flexible docking. Results A total of 15 active ingredients and 25 tumor-related pathways, of which INS,
GAPDH, VEGFA, EGFR, TNF, and other target proteins were found. KEGG pathway enrichment results showed that C. asiaticum mainly

acted on prostate cancer, proteoglycans in cancer, microRNAs in cancer, viral carcinogenesis via signaling pathways. Conclusion C.
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asiaticum may have certain therapeutic effects on prostate cancer, non-small cell carcinoma, pancreatic cancer, bladder cancer, and breast

cancer by apoptotic mechanism. This study preliminarily speculated and verified the main target genes and pathways of antitumor activity

of C. asiaticum, which provides a new idea for further study of the inhibition of tumor cells targeted by C. asiaticum
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Table 1 Information of selected chemical composition

AR -4 EAES B O
R E R (crinasiatine) 114 0.055 382 0.431 873
3-FIE-1H-ME0E-2,4- — i (3-methyl-1H-pyrimidine-2,4-dione) 76 0.025 164 0.395 323
FFE-D-ME IR A A BET (benzyl-D-glucopyranoside) 56 0.013 575 0.378 465
it CHwal%, lycoramine) 50 0.011 160 0.373 684
WHRILR IR Z B8 (ethyl-4-hydroxybenzoate) 45 0.008 751 0.369 792
THERIERE (oleamide) 38 0.006 339 0.364 476
N-F R L% (N-methyl-benzamide) 37 0.006 007 0.363 730
NEF GBFETL, hippeastrine) 25 0.002 516 0.355 000
KALBE (narciprimine) 24 0.002 357 0.354 291
A 508 (pseudolycorine) 23 0.002 220 0.353 586
B (Eif 708, ungeremine) 15 0.000 970 0.348 039
FHwilg, (lycorine) 12 0.000 468 0.346 004
Z KA, (tazettine) 6 1.47x107* 0.342 004
£ THE (lycorenan) 6 1.82x107* 0.342 004
JEMBT 2R (columbin) 4 8.05X107° 0.340 691
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Fig.3 Protein interaction network of C. asiaticum
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Fig. 5 Composition-target-disease interaction network
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