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Abstract: Objective To study the effect of Xiaoer Shengma Formula (> JLF+§£77) on influenza virus pneumonia mice and explore its
anti-influenza virus pneumonia mechanism through network pharmacology. Methods Mice were randomly divided into control group,
model group, low-, medium-, high-dose Xiaoer Shengma Formula (1.75, 3.50, 7.00 g/kg) groups and normal saline group. On day 2 after
administration, mice were intranasally injected with 0.03 mL FM1 influenza virus allantoic fluid to establish influenza virus pneumonia
model. Lung index of mice were measured on day 7. Chemical composition and target information of Xiaoer Shengma Formula were
searched from TCMIP database by using network pharmacology method, influenza virus pneumonia-related targets were searched from
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Genecards database, common targets between Xiaoer Shengma Formula and influenza virus pneumonia were screened through Venn
diagram. Gene ontology (GO) functional enrichment analysis and Kyoto encyclopedia of genes and genomes (KEGG) signaling pathway
analysis on common targets were performed by Omicsbean analysis system and STRING database. Core targets were visualized by
combining STRING database and Cytoscape 3.7.0 software, and “medicinal materials-ingredients-targets- pathways” network was
established. Results High-dose Xiaoer Shengma Formula group significantly reduced the lung index of mice with influenza virus
pneumonia (P < 0.05). There were 69 common targets between Xiaoer Shengma Formula and influenza virus, and 24 core targets were
screened through protein-protein interaction (PPI) network, corresponding to 29 main chemical components and 86 main pathways.
Conclusion Xiaoer Shengma Formula has a potential therapeutic effect on mice with influenza virus pneumonia, which could play an
anti-influenza virus pneumonia effect through multiple components, multiple targets, and multiple pathways.

Key words: Xiaoer Shengma Formula; network pharmacology; influenza virus pneumonia; Belamcanda chinensis (L.) DC.; Citrus
reticulata Blanco; Zingiber officinale Rosc.; Cimicifuga foetida L.
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