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Effect of Chaigui Granule on gut microbiota in chronic unpredicted mild stress
induced depression rats model
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Abstract: Objectives To study the effect of Chaigui Granule (5£J3%5i%i) on gut microbiota in chronic unpredictable mild stress
(CUMS)-induced depression rats model by 16S rRNA gene sequencing, and to explore the mechanism of antidepressant of Chaigui Granule.
Methods Rats were randomly divided into control group, model group, and Chaigui Granule (8.3 g/kg) group, model was established
after administration 1 h and lasted for 28 d. Rat intestinal contents were collected and total DNA was extracted. Primers based on
bacterial 16S rRNA V3—V4 regions were design for amplification, and Illumina Miseq platform was used for high-throughput
sequencing. Results Compared with control group, relative abundance levels of Thermi, Proteobacteria, Bacteroidetes and Actinobacteria
of intestinal flora in model group were significantly reduced (P < 0.05), relative abundance level of Lactobacillus was significantly increased
(P < 0.05), relative abundance levels of Thermus, Acinetobacter, Methylobacterium, Ralstonia, Leptothrix, Pseudomonas, Corynebacterium,
and Ochrobactrum were significantly reduced (P < 0.05). Compared with model group, Chaigui Granule adjusted the composition of
intestinal flora in CUMS rats, and significantly adjusted the relative abundance levels of Thermi, Proteobacteria, Bacteroides and
Actinobacteria (P < 0.05, 0.01), significantly reduced the relative abundance level of Lactobacillus (P < 0.01), and significantly
increased the relative abundance levels of Thermus, Acinetobacter, Methylobacterium, Ralstonia, Leptothrix, and Ochrobactrum (P <
0.01). Conclusion  Chaigui Granule may play an antidepressant effect by regulating the intestinal flora involved in arginine metabolism.
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Fig. 2 Classification and abundance of jejunum contents of phylum of gut microbiota in each group
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Relative abundance of selected phylum with significant differences of gut microbiota in each group
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Fig. 5 Relative abundance of selected family with significant differences of gut microbiota
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