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Abstract: Objective To explore the potential anti-coronavirus mechanism of Xiaoer Feire Kechuan Particles (XFKP). Methods
TCMIP database was used to search and summarize the information of each medicinal herbs-components-target of XFKP. All the
candidate target genes were also searched. “Corona virus” was used as the key word in Genecards database to search for corona virus
related targets, and the mapping of the active targets with XFKP were used to select the common targets as the research targets. The

selected common targets will be found in the summarized database of each medicinal herbs-components-target. The common targets
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were imported into the STRING database to construct the network diagram of target interaction, and Cytoscape 3.3.0 software was
used for visualization processing to screen out the core targets. With the help of OmicsBean analysis platform and String database,
Gene ontology (GO) biological process analysis and KEGG signal pathway enrichment analysis were carried out on the target.
Results A total of 342 chemical components and 737 candidate target genes were obtained. Venny mapped 48 common targets,
corresponding to 173 compounds, 19 core targets, and 27 main compounds. GO biological process (BP) entries included 3 420, cell
component (CC) entries included 239, and molecular function (MF) entries included 343. Through KEGG enrichment analysis, 160
signal pathways related to the therapeutic effect of XFKP were obtained. The “medicinal herbs-components-target-pathway” network
of the key targets of XFKP was established. Conclusion The 173 compounds can intervene 160 signaling pathways by acting on 48
related targets, such as IL-17 signaling pathway, influenza A, etc., mainly involving anti-inflammation, immune regulation, relieving
cough and asthma, antibacterial, antiviral and sedative aspects, providing theoretical basis for the treatment of corona virus-related
diseases with XFKP.

Key words: Xiaoer Feire Kechuan Particles; corona virus; coronavirus disease 2019; network pharmacology; mechanism; anti-virus;
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Fig. 1 PPI network of related protein targets
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Table 1 Information of 19 key protein targets of XFKP

HA AR JEfE Uniprot ID
Glyceraldehyde-3-phosphate dehydrogenase GAPDH 30 P04406
Tumor necrosis factor TNF 29 P01375
Interleukin 6 1IL6 28 P05231
Mitogen-activated protein kinase 3 MAPK3 27 P27361
Serum albumin ALB 27 P02768
Caspase-3 CASP3 24 P42574
Interleukin-2 L2 22 P60568
Proto-oncogene c-Fos FOS 21 P01100
Nuclear factor NF-kappa-B p105 subunit NFKB1 21 P19838
Interleukin-1 beta IL1B 20 P01584
Cyclic AMP-responsive element-binding protein 1 CREBI 19 P16220
Prostaglandin G/H synthase 2 PTGS2 18 P35354
Peroxisome proliferator-activated receptor gamma PPARG 17 P37231
Phosphatidylinositol 4,5-bisphosphate 3-kinase catalytic subunit alpha isoform PIK3CA 15 P42336
Tyrosine-protein kinase Lck LCK 15 P06239
Nitric oxide synthase, inducible NOS2 14 P35228
Tyrosine-protein kinase JAK1 JAK1 14 P23458
Hematopoietic prostaglandin D synthase HPGDS 14 060760
Protein kinase C alpha type PRKCA 13 P17252
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