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Effect of ophiopogonin D on serum lipids and intestinal florain ApoE™ mice with
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Abstract: Objective To investigate the effect of ophiopogonin D (OP-D) on blood lipids and intestinal flora in ApoE " mice fed with
high-fat diet (HFD). Methods A total of 24 male ApoE~~ mice, aged six weeks old, were randomly divided into control group, model
group, OP-D group [0.5 mg/(kg-d)] and simvastatin group [5 mg/(kg-d)]. Another six male C57BL/6 mice were in blank group. After 12
weeks of HFD, the drugs were given by intragastric administration for 12 weeks. After the end of administration, fresh feces of mice
were collected to detect intestinal flora. Serum of mice was separated to detect blood lipid. Liver section staining was prepared to
observe the damage. Results OP-D could reduce the weight gain of mice caused by HFD, inhibit the increase of total cholesterol and
triglyceride, improve hepatic steatosis, and regulate intestinal flora imbalance. Conclusion OP-D may regulate blood lipids and
hepatic steatosis by improving intestinal flora imbalance induced by HFD in ApoE™"~ mice.
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Table 1 Weight gain, liver weight and blood lipid level of mice in each group (X + s, n=6)

A5 ) g JFRERE/g  TC/(mmol-L™Y)  TG/(mmol-L™Y)  LDL-C/(mmol-L™Y)  HDL-C/(mmol-L ™)
& 8.23+091  1.65+0.17 3.56+0.69™ 1.5640.84 1.8640.84" 2.30+0.87
ot 7.98+1.80  1.54+0.06 10.21+1.55 2.45+0.92 4.05+1.35 2.99+0.98
iR 19.03+4.30™ 2.31+£0.27"  16.24+1.06" 8.44+2.23~ 5.84+1.38 2.39+0.47
OP-D 11.24+459%  172+0.40%  10.4842.29% 4.63+1.40% 4.07+1.12 3.39+1.07
FAMIT 14994310  1.56+0.22%  13.05+1.94% 4.85+1.78% 2.70+£0.85* 3.00+1.13

Sxl @t "P<<0.05

“P<0.01; SHMALLE: *P<0.05 #P<0.01; KA

"P <0.05 P <0.01vs control group; *P < 0.05 *P < 0.01 vs model group; the same as below

T T
A-SYLNBFITALUIAL O Yt 4h 5 (X200) B-#41/NEUFIFAZ HE Jetadh i (X 200)
A-Oil Red O staining of mice liver in each group (<200) B-HE staining of mice liver in each group (<200)
1 HE/NRABEAAREZER
Fig. 1 Liver histopathological photograms of mice in each group
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Table 2 Percentage of intestinal flora in mice of each group (X £s,n=5)

45 JEBE 1% AT /% R 1#1% P22 1% BIRF /% R IR RI# /%
T 4489+1328  4567+1106 265441373  10.38+1886  20.51+12.32 10.91+6.09
PARiGS 4318+ 8.85 49.864+10.78 13.67+ 7.05 28.47£10.72 7.61+ 5.14 15.38+5.65
R 6273+ 448"  2930% 564" 20.81+£1397  40.50+1267  17.61114.06 1.28+1.31™
OP-D 4761+ 7.32 43.65+ 6.85 19.31+ 7.39 27.78 % 7.22 14.45+ 7.05 2.84+2.00"
SERAMBYT 61.41+13.60 32.66+13.93 30.89+15.92 22.86+16.08 24.89+16.95 2.96+5.05™
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Fig. 2 Intestinal flora richness of mice at phylum, class, order and family levels
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Fig. 3 Specific flora and intestinal flora structure of mice in each group
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