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Application of multi-omics in toxicity and detoxification of Chinese materia medica
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Abstract: The rapid development of systems biology provides ideas and means for the in-depth study of Chinese materia medica
(CMM). It can comprehensively and systematically analyze the molecular mechanism of CMM and Chinese medicine prescription in
treating diseases with multi-component and multi-target. It has become the direction and hot spot of the safety research on the toxicity
and detoxification of CMM based on the integrated multi-omics strategy. In this paper, the ideas, methods and progress of genomics,
transcriptomics, proteomics, metabonomics and multi-omics integration technology in the study of toxicity, detoxification and
mechanism of CMM were reviewed, which provides reference for the in-depth study of multi-omics technology in toxicity and
detoxification of CMM.
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Table 1 Overview of multi-omics
it WARMNG EIEMEES FEEA TE P 24 B SE IR
KA % RN AR AREREAY: EREM, LM RECEEREWH RN HARRZEMSHAZE 36
HRAEEEGHTRFS (QRTPCR). B4 (microarray)s IR FR; #A A “HFRE”
e AERAWT (WGS, AT Rkilk, wEPEKAL &
REERAY: BN E 7 (WES), H=4EEHA (Hie,  H5HRTTHER LAER LI
FAERE, FRRFIIE  Micro-C) &
e
PR R A S OB R )
FRE BRI 2
el MBEMRER RS BREFOXE, BXETF S (microarray). ERKIER SHFAMEM; $EFHR 718
TR BEAMA. RAFRBMS. B (SAGE). KIUETATE AR WED & ik
DNA B3 Lf S5ER S, SRS (MPSS). kM K, BRI W,
WERETHAEMER  R&il (DGE) WF% FRPARE T ERE,
mRNA J ik VR 142 FE AL
RARAY RNzl RE & SWEARAY: AR WAEK QD-PAGE). KEEFE WP E SR HFHLE], 9-14
FFERAFKE RETA, EEREE, feH¥k (DIGE). RN ZEEAbE & miRE 4R A R
fafEE R AT e (ICAT). [Rfr FEFRiCAx R BEMA R AR EEIEE
WREARAY: BARY  AEEHA GTRAQ). Fbmic  MWiln; FRTFALE
ReMHhE EEHA (Label-free) & TR, R AL
Wl WREE T CBREEME”
(I RC AL U
R % EMRSEHERE WBUEEEMHRRENE BEHREAR NMR), EER AN RS BrEE 1518
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LB EUR R BRI OC, R R EA S 2
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MFIEE A RIEMAK APPSR, f2
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VIbREYD, FF) I R 20 0 S D 2 A5 2k R iR
TSN S AR T 7 1) 32 By Sz — 29300, fa] g
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[ P #h i . Ma ZEBUEET 43 7 15 2 5] & i AT 45
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7 CYP1A2 /) 1C. 1F. 2. 7. 9 Ml 11 2547 5+
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1C RAFTEH [E PM-DILI 3 I R A A (g
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(HLA) BU4i% 5 Han-MHC #0305 FE kAT HL s, #E—
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HLA-B PCR J¥ 41l ) 73 8 56 Ak {5 3% <5 o7 J& [A] o
PM-DILI 3% ) HLA-B*35:01 KA A 45.4%, W
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4b, WVBF Fll CFA X 980E . Jahi AU PR S5 92 9
Al Be R A VELE I RIVE A
23 EHREF

FEAS AR BT P2 99 A= R 24540 5 Ml 1) 2 A A L
AL AT DATE RS R A /K B T, B A &
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JHIE R B Rk, IR FH BRI % 7 K 38 (ELISA)
o 3 R b RS AT IR, I 2 H =R -N-
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(ALT). REAZRRHEN (AST) F&inErAEY)
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TOF-MS) & H A HRERD) PAs HhEE K WU IE
%S E ARSI NS, 15 202 5 IR
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W (S EEAR D, I P R — R A
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VERE A VB EE I FALRINR . BT, s
BLEL 2 L T A M, SERI00, o]0 v 24 K
FLR o3 T B 5

TEfERRI AR, AR A F
FFPEEEE ., REE. AEFAR P AR R AR FE AR
FRRSTIN, AT 22 St 1 B AE BRI R AR R rh 2 fiA A
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mRNA SEHUN 86 41 [ 845, mRNA a8 3 AEH
PSR B S S 40 B A e . BT g
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Fig. 1 Current common research design for integration strategy of multi-omics
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B, 4L DR 2H SRR 7L (GWAS) KRB T UGT2B
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FACHR I 2 A 25 EE -2 (MRP2) RIEHIE M
NCATLAAR KB R AT, 40 UGT2B7 A1 MRP2
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