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Abstract: Objective To research the mechanism of Xinguanzhongqizhenliao formula (XGZQZLF) for COVID-19 treatment by
network pharmacology. Methods “Drug-active ingredient-target-disease” network was constructed by Cytoscape based on TCMSP
and GeneCards databases. Mechanism of XGZQZLF in treatment of COVID-19 was implemented by GO and KEGG analysis. Results
A total of 80 active ingredients of XGZQZLF were screened out. They could regulate 208 targets of COVID-19, including AKT1, IL-6,
MAPK3, VEGFA, CASP3 and so on, which exerted therapeutic effect on COVID-19 through regulating multiple signaling pathways
such as TNF signaling pathway, IL-17 signaling pathway, Th17 cell differentiation, HIF-1 signaling pathway and so on. Conclusion
XGZQZLF plays an important role in the treatment of COVID-19 through multi-component, multi-target and multi-pathway, which
can provide reference for the synergistic theory of TCM compound prescription.
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Table 1 Active constituents in XGZQZLF

ikt MOL ID (RAEKVELR N OB/% DL

FEER MOL010482 WLN: 60VR BVO6 (1,2-benzenedioic acid dihexyl ester) 4374  0.24
MOLO010485 EPA [(5Z,8Z,112,14Z,17Z)-icosa-5,8,11,14,17-pentaenoic acid] 45.66 0.21

MOLO001749 ZINCO03860434 (2-ethylhexyl phthalate) 4359 035

MOL002032 DNOP (benzene-1,2-dicarboxylic acid dioctyl ester) 40.59 0.40

MOL000004 procyanidin B1 67.87 0.66

MOL000073 ent-epicatechin 48.96 0.24

2 NN MOL010489 resivit 30.84 027
S MOL000074 (4E,6E)-1,7-bis(4-hydroxyphenyl) hepta-4,6-dien-3-one 67.92 0.24
B R MOLO000098 quercetin 4643 028
R K MOL000096 (—)-catechin 49.68  0.24
K MOL002235 eupatin 50.80  0.41
MOL002268 rhein 47.07  0.28

MOL002280 torachrysone-8-O-beta-D-(6'-oxayl)-glucoside 43.02 0.74

MOL002297 daucosterol qt 35.89 0.70

MOL000471 aloe-emodin 83.38 0.24

KF. EZPT MOLO004355 spinasterol 4298  0.76
JRE MOLO005530 hydroxygenkwanin 36.47 0.27
MOLO006756 schottenol 37.42 0.75

MOLO007165 10a-cucurbita-5,24-diene-3-ol 44.02 0.74

MOLO007171 5-dehydrokarounidiol 30.23 0.77

MOLO007172 7-oxo-dihydrokaro-unidiol 36.85 0.75

MOLO007179 linolenic acid ethyl ester 46.10 0.20

SR, iR MOL001494 mandenol 42.00  0.19
MOL002881 diosmetin 31.14  0.27
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Zit4 MOL ID R A OB/% DL

R MOL010788 leucopelargonidin 5797 0.24
MOL002823 herbacetin 36.07  0.27

MOL000006 luteolin 36.16  0.25

MOL000449 stigmasterol 43.83 0.76

MOL000492 (+)-catechin 54.83 0.24

MOLO001755 24-cethylcholest-4-en-3-one 36.08 0.76

MOLO001771 poriferast-5-en-3beta-ol 3691  0.75

MOL004328 naringenin 59.29  0.21

MOLO004576 taxifolin 57.84  0.27

MOLO005043 campest-5-en-3beta-ol 37.58  0.71

MOLO005190 eriodictyol 71.79  0.24

MOLO005573 genkwanin 37.13  0.24

MOLO005842 pectolinarigenin 41.17  0.30

MOL007214 (+)-leucocyanidin 37.61 0.27

MOLO011319 truflex OBP 43.74  0.24

BRI BT MOL000422 kaempferol 4188 024
MOL004798 delphinidin 40.63  0.28

ZT MOL000354 isorhamnetin 49.60 0.31
MOL003927 dihomolinolenic acid 4411  0.20

MOL002211 11,14-eicosadienoic acid 39.99 0.20

MOLO003906 K-strophanthoside qt 30.80 0.78

MOL003908 cynotoxin 99.94  0.78

BT - MOL000296 hederagenin 3691  0.75
A= MOL001323 sitosterol alphal 4328 0.78
MOL001328 2,3-didehydro GA70 63.29  0.50

MOL001329 2,3-didehydro GA77 88.08 0.53

MOL001340 GA120 84.85 045

MOL001342 GA121-isolactone 7270 0.54

MOLO001344 GA122-isolactone 88.11  0.54

MOL001349 4a-formyl-7alpha-hydroxy-1-methyl-8-methylidene-4aalpha,4bbeta- 88.60  0.46

gibbane-1alpha,10beta-dicarboxylic acid

MOLO001352 GA54 6421 0.53

MOLO001353 GA60 93.17 0.53

MOLO001355 GA63 64.54  0.54

MOLO001358 gibberellin 7 73.80  0.50

MOLO001360 GA77 87.89  0.53

MOLO001361 GA87 68.85  0.57

MOLO001368 3-0O-p-coumaroylquinic acid 37.63  0.29

MOL000493 campesterol 37.58 0.71

MOLO001351 gibberellin A44 101.61 0.54

F MOL010921 estrone 53.56  0.32
MOL000359 sitosterol 3691 0.75

MOL005030 gondoic acid 30.70  0.20
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Fig. 1 Medicinal material-active component-target-disease network

24 MOL ID a4 R OB/% DL
F MOLO000953 CLR (cholesterol) 37.87  0.68
MOL000211 mairin 55.38 0.78
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TR MOL000173 wogonin 30.68 023
MOLO000184 NSC63551 [(5R,8R,98,108,13R,14S,17R)-17-[(E,2R,5S)-5-ethyl-6- 39.25 0.76
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Fig. 2 PPI network of XGZQZLF targets for COVID-19
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Fig. 3 Analysis of GO enrichment in active targets of XGZQZLF in treatment of COVID-19 (only top 20 are displayed)
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