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Abstract: Objective To explore the effect of total saponins of Glycyrrhiza inflata and its decoction on intestinal flora in rats with liver
injury. Methods Model of rats with liver injury was induced by intraperitoneal injection of carbon tetrachloride, which were randomly
divided into four groups, including total saponins group (Sap group), water decoction group (Dec group), bifendate group (Bif group)
and physiological saline group (NS group), then they were given drugs by oral admission. At the same time, a blank control was used
(Control group), and the rats were given physiological saline by oral admission. Finally, the levels of alanine aminotransferase (ALT)
and aspartate aminotransferase (AST) in the serum of each group of rats were measured; The rat feces were collected for 16 S rRNA
sequencing of intestinal flora. Results Compared with the control group, the levels of ALT and AST in the serum of the model group
were significantly increased (P < 0.05, P < 0.01). Compared with the model group, the levels of ALT and AST in the serum of the rats
in each administration group were significantly reduced (P < 0.05, P < 0.01). Compared with the NS group, the intestinal flora in
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Bif group did not change significantly, while the Sap group and the Dec group showed different community composition. Total

saponins significantly increased the relative abundance of Lactobacillus and Bacteroidales S24-7 compared with water decoction.

However, the intestinal flora of the Sap group and the Dec group were still different from the intestinal flora of the control group, and

did not completely return to the normal state. Conclusion Total saponins of G. inflata and its decoction may play different roles in

regulating the composition of intestinal flora in rats with liver injury, and then improve the pathological condition of liver injury.

Key words: total saponins of Glycyrrhiza inflata; decoction of Glycyrrhiza inflata; glycyrrhizic acid; intestinal flora; liver injury
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