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Abstract: Objective To find the microbes promoting the biosynthesis of active metabolites in host plant, which could provide
theoretical support to the establishment of functional flora and discovery of key genes. Methods The ITS1 region of rhizosphere
fungi and endophytic fungi from Paris polyphylla var. chinensis was sequenced by Illumina Miseq PE250 high-throughput
sequencing technique, and the biological information was also analyzed. Results It was shown that the number of effective
sequences for sample was 154 228, and these sequences were assigned to 408, 119, and 57 OTUs with rhizosphere soil, rhizome, and
root, respectively. Conclusion It was indicated that the diversity relationship between rhizosphere fungi and endophytic fungi of
Paris polyphylla var. chinensis was rhizosphere > rhizome > root. It was found that there were more Mucoromycota Phylum in the
rhizome than root, and the dominant population of endophytic fungi in rhizome of Paris polyphylla var. chinensis. belongs to
Roseodiscus. Ascomycota is the dominant Phylum. It is suggested that the specific fungi may be an important microbial community
affecting the biosynthesis of the active products in Paris polyphylla var. chinensis.
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Fig. 1 Sequence length distribution of rhizosphere and

endophytic fungi in Paris polyphylla var. chinensis
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Fig. 2 Shannon-Rarefaction curves of rhizosphere and

endophytic fungi in Paris polyphylla var. chinensis
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Fig. 3  Rank-abundance curves of rhizosphere and

endophytic fungi in Paris polyphylla var. chinensis
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