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Abstract: Objective To analyze the genetic diversity of Aconitum brachypodum, an endangered medicinal plants. Methods Three
pair primers were used to evaluate the relevant genetic parameters and clustering pattern for four natural populations containing 105
individuals by using POPGENE32, MEGA4, NTSYS and other biometric softwares. Results For 4. brachypodum, the Nei’s genetic
diversity index (He), Shannon’s information index (/), percentage of polymorphic loci (PPB) were 0.3229+0.1798,0.472 0+ 0.251 7,
and 80.57%, respectively; and the population level were 0.115 4 £ 0.044, 0.168 0 £ 0.065 3, and 12%, respectively. The genetic
differentiation index (Gst) was 0.864 2. The clustering results showed that, Luquan and Dongchuan populations are grouped together,
Lijiang and Huize populations are clustered together. Conclusion A.brachypodum possesses the relatively high level of genetic
diversity at the species level, however, low within populations. This study should provide an initial insights for A.brachypodum
germplasm conservation
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Table 1 Sampling situation of four natural populations of A. brachypodum
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Fig. 1
generated by primer combination of EcoRI + ACA/Msel +

Electrophoretogram of selecting PCR products

CAA in Dongchuan population
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Table 2 Bands generated by three primer pairs

Gl /ey NSO A 2 A E ANV 0
EcoRI+ACT/Msel+CAA 62 61 98.39
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Table 3 Average number of alleles, effective alleles, H,, and I of diversity and PPB within populations and intraspecies

I ics FEAHL N, N, H, I EZVASNER = S0
TR 12 12343404248 1.1764+03352 0.18294+0.0984 0.2622+0.1423 23.43
[RANER 8 12 1.1257403325 1.0543+0.1756 0.1025+0.0348 0.1556+0.055 2 12.57
SRR 13 1.02294+0.1499 1.0170+0.1145 0.063 7+0.0096 0.091 9+0.013 9 229
=R 11 1.097 102970 1.0584£0.2096 0.112440.0332 0.162340.049 6 9.71
P ME — 1.1200£0.3011 1.076 5+0.2087 0.1154+0.0440 0.168 0£+0.065 3 12.00
Yyih R K1 48  1.8057%+03968 1.5685+0.3538 0.322940.1798 0.4720+£0.2517 80.57
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Table 4 Nei’s genetic identity (above diagonal) and genetic distance (below diagonal) within four populations
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