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UPLC-Q-TOF/MS-based metabolic profiles of wogonoside by intestinal bacteria
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Abstract: Objective To investigate the metabolic effects of wogonoside by human gut microbiota. Methods UPLC-Q-TOF/MS
was used to analyze the metabolites of wogonoside. Additionally, 16 S rDNA molecular biology method was applied to the
identification and composition analysis of intestinal bacteria. Results Wogonoside was mainly metabolized to wogonin and small
quantities of demethylated metabolites. Most of Enterococcus and Escherchia had the metabolic abilities, among which a single
bacterium Escherichia sp. 41 possessed the stronger metabolic activity. Conclusion This study has a good guiding significance for in
vivo process and efficacy of wogonoside.
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Table 1 Wogonoside and its metabolites in incubated samples of intestinal bacteria
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Fig.1 UPLC/MS chromatograms of intestinal bacterial samples
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Fig. 2 MS/MS spectra of wogonoside and its metabolites
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Fig.3 Proposed fragmentation pathways of wogonoside and its metabolites
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Fig. 4 Metabolic pathways of wogonoside by intestinal bacteria
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Fig. 5 Distribution of intestinal bacteria with wogonoside
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Fig. 6 Phylogenetic tree of strain No. 41
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