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Research progress in microorganism changes of rhizospheric soil and root
endogenous and ecology during continuous cropping of Panax notoginseng

TAN Yong, CUI Yin-shan, JI Xiu-ling, WEI Yun-lin, CUI Xiu-ming
Faculty of Life Science and Technology, Kunming University of Science and Technology, Kunming 650500, China

Abstract: Panax notoginseng is one of the most important traditional Chinese medicinal herbs, and it is mainly distributed in Yunnan
and Guangxi Provinces and only can be planted in a very narrow geographical environment. Its yield is significantly limited by
continuous cropping obstacles in the cultivation process, which has seriously affected the application and development of P.
notoginseng. The dynamic patterns of root and soil rhizosphere microbial community response were main reasons for the continuous
cropping obstacle. In this paper, the dynamic changes of the root and rhizosphere systems, pathogenic microorganisms and symbiotic
microorganisms in the formation of P. notoginseng continuous cropping obstacles were analyzed, and the progress in this field was
summarized. Two methods for studying soil and root microorganism of continuous cropping process are proposed: 1. The dynamic
analysis of microorganism in the rhizosphere and root of P. notoginseng must be completed with the method of pure-culture and
culture-independent; 2. Quantitative analysis of main pathogenic microorganisms of P. notoginseng. It will provide theoretical basis for
overcoming continuous cropping obstacles in plant of P. notoginseng.

Key words: Panax notoginseng (Burk.) F. H. Chen; rhizospheric soil microorganism; root endogenous microorganisms; ecology;

continuous cropping obstacles
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Table 1 Microbiological groups in rhizospheric soil of P. notoginseng
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Table 2 Microbiological groups in endogenous of P. notoginseng root
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Fig. 1

endogenous during continuous cropping for three years of

Microorganism of rhizospheric soil and root

P. notoginseng and diversity of soil microorganism during

rotation for six years of P. notoginseng
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