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on drought resisting
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Abstract: Objective To construct the expression vector of PeMYB4 gene in Panax ginseng and study its function of the drought
resisting in Arabidopsis thaliana. Methods A P. ginseng gene PgMYB4 was cloned by RT-PCR analysis, further, recombinant
plasmid vector with PeMYB4 was transformed into wild-type plants of 4. thaliana by Agrobacterium tumefacies-mediated Floral Dip
method. Transgenic 4. thaliana with the expression of PgMYB4 was obtained, further compared with wild-type plants of A. thaliana,
their determination of physiologic index related to drought stress was detected. Results The cDNA (named a PgMYB4) contained a
735 bp open reading frame, encoded 245 amino acids and the predicted molecular weight was 27.914 KDa; Under the condition of
drought stress, the growth of transgenic A. thaliana was obviously better than wild-type A. thaliana. Compared with wild-type A.
thaliana, the decreased range of relative chlorophyll content in the leaves of transgenic plants of 4. thaliana was smaller and the proline
content of transgenic plants of 4. thaliana increased significantly. The water loss of transgenic plants of 4. thaliana was less than that
of Wild-type transgenic plants of A. thaliana. Conclusion Ginseng PgMYB4 gene has the ability of resistance to drought stress.
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Fig. 1 P. ginseng PCR amplification of PgMYB4 gene (a)
and enzyme analysis on pCAMBIA1303-PgMYB4 (b)

32 HEEBETHRESERSFEE

PCR =W i WLk Rl , 45 R 0 7= e i A
U I Re 1Y th H R 4y, i B AR A0 R
ANREY B H %47 (K] 2-a). Western-blotting 1o
MR Bor, HFERP R ITAE 25 000~37 000
SRR ST 42 iRk VN et ae NUIR 0 i
2-b). BLESSRERYI T AL I PgMYB4 2
RENE il Dy AT B R IA

a Col-0T-1 T2 T3 M b Col-0T-1 T2 T3
4
1000 bp ~5.0X10
700 bp
500 bp -3.7%X10*
400 bp N\
300 bp
200 bp -2.5%10*
100 bp -2.0%10*

Col-0-FF AR PRI+ T-1~T-3-FIL AP T+  M-Marker

Col-0-wild-type  Arabidopsis  thaliana T-1—T-3-transgenic

Arabidopsis thaliana M-Marker

2 ZEEFERIETT PCR &N (a) 1 Western-blotting 431 (b)
Fig. 2 PCR analysis (a) and Western blotting analysis (b)

on transgenic plants of A. thaliana
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Fig. 3 Phenotypic analysis on A. thaliana under drought stress
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Fig. 4 Relative chlorophyll content (a), proline content (b), and water loss rate (c) of A. thaliana under drought stress
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