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Research progress on AP2/ERF transcription factors regulating biosynthesis of
active ingredients in medicinal plants
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Abstract: AP2/ERF transcription factors are widely present in plants. Each member of AP2/ERF family contains a much conserved
DNA binding domain, AP2/EREBP binding domain, which is composed by about 60 amino acids. The studies about plant AP2/ERF
transcription factors mainly focused on the developmental and physiological regulation function. In recent years, the function of
regulating secondary metabolites is being concerned. Here the research progress on AP2/ERF regulating the biosynthesis of active
ingredient of medicinal plants was reviewed, which could be used for reference in further studies on improving the accumulation of
active ingredients in medicinal plants by applying metabolic engineering.
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The underlined part is the enzyme gene that AP2/ERF transcription factor major regulation, the transcription factor is in the box, same as below; AATC-
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Fig. 1 Biosynthetic pathway of artemisinin
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Fig. 2 Biosynthetic pathway of taxol
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POD-peroxidase ~ T16H-tabersonine-16-hydroxylase = D4H-deacetylation

vindoline-4-decarboxylase NMT-N-methyltransferase DAT-deacetylation

vindoline -4-O-acetyltransferase
B3 KEHEMERER
Fig. 3 Biosynthetic pathway of vinblastine
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Fig. 4 Biosynthetic pathway of tobacco nicotine
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