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DNA fingerprint library construction and cluster analysis of Forsythia suspensa
from different origins
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Abstract: Objective RAPD technique has been used to construct DNA fingerprints and analyze the genetic diversity in 14 batches
of Forsythia suspensa from different origins. Methods Primers with good polymorphism were screened from 45 RAPD primers
combinations by PCR, and the DNA fingerprints for 14 batches of F. suspensa were constructed by RAPD technique. Results
Eleven RAPD primers with good polymorphism were screened from 45 RAPD primers by PCR amplification, and 80 bands were
amplified by the 11 RAPD primers with average 7.27 bands for each primer, of which 67 were polymorphic and PPB was 83.8%.
The genetic similarity (GS) ranged from 0.487 5 to 0.962 5 in 14 batches of F. suspensa from different origins, which showed they
had rich genetic diversity. The result of cluster analysis showed that F. suspensa was correlated with sample origin and was
consistent with species distribution. Conclusion The DNA fingerprints for 14 batches of F. suspensa are established based on the
RAPD amplified bands.
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Table 1 Sources of 14 batches of Forsythiae Fructus

Gy R SRR | ns SRISCHEX SRSC ]
PR 2012-07-27) 8 P 2012-07-25
PG RJE 1 2012-07-18] 9 1hVE &I 2012-07-10
IPE KR 2 2012-07-23| 10 VARG A K 2012-07-23
PG 229%  2012-07-25| 11 hG4 8 2012-07-23
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Sigma3K-30 ! @A i 2L (4 [E Sartorius )s
LMQ.R-3260B 7.3 K& ¢ (Ll 4B A B 7 ds i
HBAFD; PHS-3C £ BT ( BRI
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Table2 Sequences of RAPD primers and amplification results

519 BFE P51 B 2RI 2R R %

$90 5-AGGGCCGTCT-3’ 11 11 100.0
$94 5-GGATGAGACC-3’ 5 3 60.0
$95 5-ACTGGGACTC-3’ 7 7 100.0
$99 5’-GTCAGGGCAA-3’ 6 5 833
$103 5-AGACGTCCAC-3’ 7 6 85.7
$105 $"-AGTCGTCCCC-3’ 9 7 778
$106 5"-ACGCATCGCA-3’ 11 11 100.0
$107 5"-CTGCATCGTG-3’ 7 6 85.7
$108 5-GAAACACCCC-3’ 5 3 60.0
$112 5’-ACGCGCATGT-3’ 4 3 750
$113 5-GACGCCACAC-3’ 8 5 62.5
it 80 67 83.8
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Fig. 1 Fourteen batches of Forsythiae Fructus RAPD patterns amplified by 11 primers
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Table 3 Genetic similarity of 14 batches of Forsythiae Fructus
FEmh 14 13 12 11 10 9 7 6 5 4 3 2 1
14
13 0.8000
12 0.6500 0.750 0

—
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0.7875 0.7625 0.662 5

0.7750 0.7500 0.6750 0.7125

0.7125 0.7375 0.6625 0.8500 0.7125
0.63750.7625 0.6625 0.7750 0.6875 0.8000
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0.73750.6875 0.5375 0.8000 0.6125 0.7500 0.7750

0.7125 0.6375 0.4875 0.7750 0.5875 0.7000 0.6750 0.9000

0.7500 0.6750 0.5250 0.8125 0.6250 0.7375 0.7125 0.8875 0.9625

0.6875 0.6875 0.5375 0.8000 0.5875 0.7750 0.7500 0.8500 0.8750 0.8875

0.7000 0.6750 0.6250 0.7125 0.6750 0.6625 0.6875 0.7125 0.6625 0.7000 0.687 5

0.6875 0.6375 0.6625 0.7000 0.6125 0.6750 0.7000 0.7250 0.6750 0.7125 0.7250 0.8125

0.7000 0.7000 0.6250 0.6625 0.6500 0.6625 0.7375 0.7375 0.6875 0.7000 0.7125 0.6000 0.7125
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Fig. 2 Dendrogram of cluster of 14 batches of Forsythiae
Fructus analyzed by UPGMA
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1) 11 4 RAPD BALG I 5 AT BAX 43 AN 7] 48 43 5R
AN TR T DX i (R R 24 44, HoAe IR 4R 80 S v
T AR b R 24 (1) 53 RN o 47 B E K0
FEL IR (P 2 M ), ] B2 H IR F) — 5 | ) AEAN T
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