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ISSR analysis and identification on Isatis indigotica from different habitats
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Abstract: Objective To study the genetic diversity and genetic relationship of Istais indigotica from different habitas by ISSR-PCR
marker technique, so as to provide the reference for its germplasm identification and breeding. Methods Twenty-three samples of 7.
indigotica and its variation types from the different habitas of China were studied by ISSR-PCR markers. The Jaccard coefficient was
worked out by NTSYS-pc software, and a cluster dendrogram of different samples was established based on the unweighted pair-group
method with arithmetic mean (UPGMA). Results Ten ISSR primers generated 109 loci of which 88 loci were polymorphic. The
average percentage of polymorphic bands (PPB) was 80.7%. The germplasm of /. indigotica had the plentiful genetic diversity. In the
cluster dendrogram, the studied samples were clustered into three groups, the first one included majority samples, the second was the
variation type with hair, and the third one was the farthermost, which was separated at the coefficient of 0.62. Conclusion ISSR
method is suitable for the germplasm identification and genetic diversity analysis of 1. indigotica, thus providing a biological
theoretical foundation for its cultivation and breeding.
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Table 1 Sources of materials

Gy AT KA HL PRGN BT R s KA H SRS i)
1 FY02 ZHBEMTEFIT XS =1 2009-05-20| 13 EJ1 LS —FEEKEHMYE  2009-05-22
2 FY03 ZHEMAWATFRXE =% 2009-05-20| 14 AGI11 bz 2009-06-03
3 FY13  ZEBHWAEFFRIX 2 = 2009-05-20| 15 AGO1 bz 2009-06-03
4 FY14 ZEEATAEFETRXE =% 2009-05-20| 16 AG02 bz 2009-06-03
5 YZ02  REESEEE G2 DI 2009-04-18 | 17 ZS02 R LAE 2009-05-21
6 YZOl rRE PSR G2 FAE T 2009-06-07 | 18 ZSO01 R+ LA [l 2009-05-21
7 YZ12  PEBESFREEGA YOI 2009-06-07 | 19 LX04 2R B HORRIEL AN 2009-05-20
8 YZ13 hEESRAGZ RIS 2009-06-07| 20 LX06 2R P TIT AR E 45 04K 2009-05-20
9 ZY0l hEZRIRY 2009-05-21| 21 LMO1  thZ< Sy %R 2009-05-25
10 ZY02 rpEZFIRF 2009-05-21| 22 LMO04 thZ< JyiA%:RE 2009-05-25
11 EJOl sy — K2 R 2009-05-22| 23 LZO1  J[pg:r 2 i Js B L ik 2 & 2009-05-27
12 EJO3  Ligsf — ZEpE K22 AR I 2009-05-22| 24 LZ05  Tu[FgHr 2 R B L ik 2 & 2009-05-27
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Table 2 Primers used for ISSR and amplified results

e 514 ¥4 (5°-3") A Z AN LA /%
1 UBCS840 (GA)YT 14 12 87.5
2 UBC842 (GA):YG 6 6 100.0
3 UBCR811 (GA)C 8 6 75.0
4 UBC854 (TC)sRG 10 9 90.0
5 UBC868 (GGA)g 10 9 90.0
6 UBC880 (GGAGA); 11 10 90.9
7 UBCR35 (AG)YC 14 12 85.7
8 UBCR25 (AC)T 14 11 78.6
9 UBCS855 (ACKYT 12 10 83.3
10 UBC836 (AG)sYA 10 3 30.0
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Fig. 2 Cluster dendrogram of I. indigotica and its
variation from different habitsts based
on ISSR data
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