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Research progress on DNA barcoding in medicinal plants
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Abstract: DNA barcoding, widely used and applied in identifying animal species, has become one of the hot topics in the study of
biology over the past decade; However, it is encountered bottlenecks because none of the available loci work across all plant species.
The most candidate DNA barcodes include single-locus barcodes (matK, rbcL, etc.) and multi-locus barcodes (rbcL + trnH-psbA, etc.).
Here, we review the development of candidate barcodes and the application in the identification of medicinal plants. We also discuss
the feasibility of using the complete chloroplast genome as “super-barcode” and expect to provide a new approach for fast and accurate
identifications of traditional Chinese medicinal plants.
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