° 2525 -

¢ 3% Chinese Traditional and Herbal Drugs 3£ 45 % 25 178 201449 A

. BHMEFR
KRFSMBRZRIRIZEZH R ISSR 2247

_I- %_‘?—(1,2, }”J ﬁl, /ii?’b}gf(‘ 1,2, ﬁi/]"ﬁ*\ 1,2*’
1. BRPGHEE 4R, BRPG BH 712046
2. ZEX 2k R RGEE A, BRPE pE%

Mfhm 2, EIER) 2
710032

W E: BB WK TS Panax japonicus FiFEHEINRAE ZAEE. F3E K ISSR 3 FARic R, it SR 44
FROTHT, WEST 3 AN MR TS0 19 MRERIIEE 2RISR G 0 R &R 13 4 ISSR 514 #8181 &7, Hif
166 % ML ISTE, W 91.71%, BALARLLRECEAL I 0.60~0.83 . ZEIE 5T R ARFR /34T 45 R —3, Hﬂﬁ%lﬂ*ﬂﬁ[ﬂ’ﬂﬁk
TSHARAE K, B — @M. 818 BT SR MMNIE A 2 PR R, FhRRI RS G068 R At
P EA—E KR

KHEIFE: KT S ISSR: KT FANRHT: ok ZHENE

HRESES: R282.12 MERFRARRS: A XEHRS: 0253 -2670(2014)17 - 2525 - 05

DOI: 10.7501/j.issn.0253-2670.2014.17.019

ISSR Genetic diversity analysis of Panax japonicus var. major by molecular makers
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Abstract: Objective To analyze the genetic diversity of Panax japonicus var. major by inter simple sequence repeat (ISSR)
molecular makers. Methods Genetic diversity of 19 samples from main production areas was investigated by ISSR and analyzed by
principal coordinate analysis and UPGMA cluster analysis. Results A total of 181 bands were generated by 13 ISSR primers, among
which 166 bands (91.71%) were polymorphic bands (PPB). The coefficient of genetic similarity ranged from 0.60 to 0.83. The results
of UPGMA cluster analysis and principal coordinate analysis showed that the genetic diversity of P. japonicus var. major from the same
region presented a geographical distribution regularity. Conclusion The results of ISSR analysis reveals that P. japonicus var. major
has a high genetic diversity level and the genetic relationship closely contacts with the geographical location.
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Fig. 1 Amplification profiles of samples by primer UBC899
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Table 2 Amplification results of ISSR primers

514 Fea1) (5°-37) P4 B Z AL ZEME /%
UBC809 AGAGAGAGAGAGAGAGG 15 15 100.00
UBCS818 CACACACACACACACAG 13 11 84.62
UBC835 AGAGAGAGAGAGAGAGYC 10 9 90.00
UBC841 GAGAGAGAGAGAGAGAYC 12 9 75.00
UBC847 CACACACACACACACARC 15 14 93.33
UBC855 ACACACACACACACACYT 12 10 83.33
UBCS856 ACACACACACACACACTA 13 13 100.00
UBCS857 ACACACACACACACACYG 11 11 100.00
UBCS861 ACCACCACCACCACCACC 12 11 91.67
UBC866 CTCCTCCTCCTCCTCCTC 13 12 9231
UBCS881 GGGTGGGGTGGGGTG 18 16 88.89
UBC890 VHVGTGTGTGTGTGTGT 16 14 87.50
UBC899 CATGGTGTTGGTCATTGTTCCA 21 21 100.00
St 181 166 91.71
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Fig.2 UPGMA dendrogram of samples

V2.1 AT 19 MR B AR AR LR EUAE 0.60~
0.83, WALIHEAE 2.104 1~7.166 5. it ML
RE0.61 &b, TPk 19 ANEEERI A 3 AR,
Bepi =& 5 128, HAE 0.76 B Z308 6 A1 2508
FIREIIAE S 20 2 41 1L 25/ sy AU il,  HAE
0.63 I F4 Jie = b Wl J& FH R o 40 o0 2 A5 1T 2R354
DEILIT . 4R, WA AN EX
Ik, IFHOk AR — X I REAR AT R — K1
(EE
3.3 FEHERDHR

X ISSR bric il AT AR bR AT (I 3D
WA, HAR SRR REARB, [FFf
A LUK 19 AMREAS IR = MU A [ X1 4 S 3 /N2,
A 3 AN EARFRI 7 22 DTk %N 46.1%.

0.47

0.29

Dim-3

—-0.05

—0.23
—0.46 5

B3 FRIRSTH =R RE
Fig. 3 3D plot of principal coordinates analysis

4 g
4.1 FKFSRIBREDHM

ARSI F H £ 2 13 4% ISSR 51404t 19
MNERT SRR MNEAL ZFEEAT I, SRS Z
AL LR N 91.71%. IHER TS (it fE 2 FETE
Fw, XL WL AR AR T S (B A Y4k LA
FARFFIR TS (W) A 2500 Y P RS IR AL LA
[ o

FEFTIT SIS R = M A, st A% 2 RE Pk
SHKRFE, 3 AT RIS T S0 L A
SRAFE . BRI NS EE RN, U
B VG =2k 7 2 sk 2 ARG, DU )R 2 Fg 7 3
IFEA A LI s 2o 7 M R A 8 A T 2
R o EFTH AR P o A A T, AP
M IEAR St L, T DO S8 22 IR (A 508 7578
R R TAE P E— BRI
42 KFESHNFEEXRASHELSH

AR FOE 15K A A F P BT S EAT T
ISSR 73 #7, 7 T AR = Bk TS mE SR N
R KT LG, AT RIS REA SR —
i, UL RBE 0.59 I 19 MREAREER K 2 2K,
IR 1~7 367 MEAR, ¥R AR
MALRELE 0.76 B, X LAZRIE 5o 2 /N
PR ASRR AR E E 1) 2 AN SR 28 TR
5 8~12 4L 5 AMFEA, 4= T 011 55 T 23597 H
o, AR R RRER N — B MR, 764 0.715
b 2 ANEPAE SR —2, HLRIIE N —K.

F AR T8 7~ T AN ) Je B () a4 R 2, 56
UE T M0 T A P2 B 2R 1 R 8 4% 2 57 (1)
i, ARG RE T REEA 3, F -
IR R 93 A 3 ANEEE . TR, AN =4 P e g 25 )
P T D236 2% 00 R B DX — s T LA, B
R 5 YN A 2 Rs A A ALE, i =
PSR 20k R , X A WHLEE 4 A A5 3
EHIE
43 ISSR S FHridEMRFRIERZ MDA
B X

ISSR Fric HA R hAs e ERMER M, & T2k
TSR IR B AL Z R T SR HT A 2 A
FR 3 HT &45 TR K AN [R) M) e 8 4 7, A W S 1)
A OCHE . BR SRR JER A ISSR Anid kil 4
(R 5 B oA S AP AT — 2 KR, Ut it
B ISSR 43 FAric B AR v HI T 2R 12 40 A7 X 3 S



¥4

Chinese Traditional and Herbal Drugs 28 453 35 173 201449 A

° 2529 -

R %58, X0 ISSR B 1 FAth 244 (1) 4 51
e R LIEHEF SR T 5%

RHEKT S REN G2, B lR
BER AN X I ER T2 HAT W 2 (1) b3 23 A A
FHAR A8 030X U5 IR) AR BE B /N, SRR R .
UPGMA FEZREE G FARbR BT 45 —30, 3R
K2 YR ] o b FEA B R [RI R 4 S AN R 4L R
LR TR s AL 2 AR 22 e R X R S AR K
P AR A K BRI 3E D) A O

S 30k

[1] +EzZyd [S]. —%F. 2010.

2] SEEEFEE S EAEYERERLS. TEEYE [M].
Jent: BREEFEOR HRRAE, 1978.

3] ZEth4. RUECILRARAYE [M]. % BRIGRIEE:
AR R4, 1987.

[4] SRMEEL, SEE F R ASEEW =R f oy
FKRY, MBEAMRZR 1] HMPHEFER, 1975,
3(2): 29-45.

(3]

(6]

(7]

(8]

[10]

(1]

BB, R S R e, A RS R EA &
BWIRIURA A [J]. TP EBAR A2, 2011, 13(1): 11-17.
OB, O, RN AR PHER TS T
Jt [J]. W2 EEEEZ, 2010, 21(6): 1468-1469.
KNI, AWK, MORH, A& AR PEHLER T S AT
ZEA TVa SRz [J]. PET 2L, 2010, 35(7):
885-887.

RN, W, £ i, % BR7S10 HPLC fR4UE]
W LB FT (0] S22k A, 2011,
17(11): 59-61.

Choi H K, Wen J. A phylogenetic analysis of Panax
(Araliaceae): integrating cpDNA restriction site and
nuclear tDNA ITS sequence data [J]. Plant Syst Evol,
2000, 224(1/2): 109-120.

AR, FI9A, K. 255 ER Tt AL 2 R
YLK ISSR 404 [I]. " EE24, 2009, 40(12): 1971-1975.
Tang L H, Xiao Y, Li L, et al. Analysis of genetic
diversity among Chinese Auricularia auricula cultivars
using combined ISSR and SRAP markers [J].
Microbiol, 2010, 61: 132-140.

Curr





