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SCoT analysis on genetic diversity among wild populations of Leonurus artemisia
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Abstract: Objective To investigate the genetic diversity among the wild populations of Leonurus artemisia in Henan province.
Methods The genetic diversity of 66 individuals in eight representational populations of L. artemisia from four areas of Funiu,
Taihang, Dabie, and Tongbai Mountains was investigated by SCoT molecular marker technique. Results A total of 240 bands were
produced by 10 primers, among which 238 bands were polymorphic bands, and the percentage of polymorphic bands (PPB) was
99.17%. The average value of Nei’s genetic diversity index (H) was 0.264 2, Shannon’s information index (/) was 0.39, genetic
differentiation coefficient (Gst) was 0.294 6, and the gene flow (Nm) among populations was 1.197. Mantel Test analysis showed that
the significant correlation was found between the geographical and genetic distances among the different populations of L. artemisia
(#=0.366 3, P <0.05). Conclusion The wild populations of L. artemisia in Henan province have higher genetic diversity. There is a
significant correlation between geographical and genetic distances.
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Table 1 Screened primers and annealing temperatures

Elk7 B SIS (5-37) BRI /C
SCoT2 CAACAATGGCTACCACCC 52
SCoT6 CAACAATGGCTACCACGC 52
SCoT8 CAACAATGGCTACCACGT 52
SCoT9 CAACAATGGCTACCAGCA 52
SCoT18 ACCATGGCTACCACCGCC 58
SCoT21 ACGACATGGCGACCCACA 58
SCoT24 CACCATGGCTACCACCAT 52
SCoT28 CCATGGCTACCACCGCCA 58
SCoT34 ACCATGGCTACCACCGCA 58
SCoT36 GCAACAATGGCTACCACC 52
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Fig.1 Electropherogram of Primer SCoT6

to 66 samples of L. artemisia
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Table 2 SCoT genetic diversity among populations of L. artemisia

T FEh L EZ VAR PPB /% H I

&N 15 219 91.25 03172 0.476 3
LG 6 167 69.58 0.269 2 0.397 4
ViR 6 169 70.42 0.269 7 0.399 2
NZ 7 174 72.50 0.284 4 0.418 0
il 11 217 90.42 0.3459 0.509 7
il 7 138 57.50 0.2139 0.318 5
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FEAE 6 127 52.92 0.204 4 0.3020
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Table 3 Molecular variation analysis

on L. artemisia populations
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Table 4 Nei’s genetic distance of eight L. artemisia
populations based on SCoT data
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Fig. 2 Dendrogram of eight populations of L. artemisia
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Fig. 3 Relationship between geographic

and genetic distances
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