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Table 1 Some secondary metabolism-associated miRNA in plant

miRNA e ARFE R The S 3k
miR156 BIFTT SPL ¥, 3% F¥ P IE T 3RS T (1) B 41
miR163 B R RS g 2K W 2 A AEACH =W & 42
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Table 2 Identification of miRNA in medicinal plants
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