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Cloning and sequence analysis on Actin gene fragment from Angelica sinensis
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Abstract: Objective Cloning and sequence analysis on the cDNA fragment encoding Actin gene in the roots of Angelica sinensis.
Methods A pair of degenerate primers were designed based on the conservative sequences of the cloned Actin gene from other plant
species. Taking total RNA from the roots of 4. sinensis as template, Actin gene fragment was obtained by reverse transcription polymerase
chain reaction (RT-PCR) and PCR products were sub-cloned to pMD19-T vector. The identified positive clone was sequenced. Results
The result revealed that the Actin gene fragment from the roots of A. sinensis contained 598 bp, encoding 198 amino acids. Sequence
analysis suggested that the nucleotide sequence shared over 83% of homology with Actin gene from other higher plants, and the amino
acid homology with other Actin reached over 94%. Conclusion It is the first report that a novel Actin gene is cloned from the roots of 4.
sinensis. This work lays a base for the effective application of Actin gene.
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Table 1 Origins of some Actin genes
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Fig.1 Formaldehyde denaturing gel electrophoresis

of total RNA from roots of A. sinensis
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Fig. 3 PCR analysis on positive clones
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Fig. 4 Nucleic acid and deduced amino acid sequences of Actin gene fragment from roots of 4. sinensis
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Fig. 5 Multiple comparison on amino acid sequence of Actin in roots of A. sinensis and other plants
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