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Study on metagenomics and genuine traditional Chinese medicinal materials
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Abstract: Metagenomics is a newly developing discipline which applies molecular biological techniques to analyze genomes of the

total microbiota. Metagenomics is widely used in various fields, such as medicine, agriculture, marine ecological environment, soil

ecological environment. Resorting to its excellent quality and good efficacy, genuine traditional Chinese medicinal materials (TCMM)

have been in good graces of many physicians. The geoherbalism formation of TCMM is based on many factors among which the

microenvironment of rhizosphere soil plays a important role in formation of secondary metabolism in medicinal plants. This article

emphasizes on illustrating the conception, technique, and strategy of metagenomics and its potential application in genuine TCMM and

provides new insights in removing the continuous cropping obstacles in medicinal plants.
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Fig.1 Technological process of metagenomics

THEE DNA [WH-ICFZ AP RE: Bk
HOE R BOET .~ R X A TR e
B IEP TEY) . HEAROEAE PR IR
i HOINNGE 4 ) 2R L 40 I 7S 2 R, ff DNA
ek, Mo Eaith, M RN Gl
BRI DNA FEA . M SR HGE W2 Sl - 3g
PIBAE) FHAE A T vE B ok, AR — M4l
IR 2R A0 i, B DNA. —#F I thE Wk 1.
THEBANE R, A SERRERAE R S 1 Bk
MH FIERAIE )T
122 ZIEPASCEM R R A SR ) gt
T LEE PR G M B RITE o BURLEE 2K IE A
AT H LD 38 Ak (1) I ) o H FirAe) e 2 B A
20 31 T 1 3k T A EE FURE AR (plasmid)
Kk 2k (cosmid) FHAH B A L4 44K (bacterial
artificial chromosome, BAC). Uk #& A& — B H T 5
€ 7~10 kb A B, HPRIEA T 5e b 40 kb ot
R B, TR BAC el Jr BEalik 350 kbe i
M TR B b 580, EmEH TR B
FEANSC RO, (] It A SR AR U R A 2
AR F R P -1 38 | A 44 5 2 6 DR 4 1) Sk a1
T F PR B A R . A AR TE E 40
R . EREN RIS EN . W RN A
S Bk T (45 2 R AT 18 Escherichia coli™),
HIRAZ G W57 6 Streptomyces lividans % SR



¢ %% Chinese Traditional and Herbal Drugs 25433 35 128 2012412 A

° 2317 -

#z1 BEHLIEE DNA REFER LR

Table 1 Comparison on two methods for extracting total DNA from soil
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Fig.2 Technological pathway of metagenomics in application of forming mechanism of genuine TCMM

and study on continuous cropping obstacle in medicinal plants
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