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Research on SCAR molecular marker transformation of Bletilla ochracea
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Abstract: Objective In order to provide a scientific basis for molecular identification of Bletilla ochracea, the sequence characterized
amplified region (SCAR) marker of B. ochracea was established. Methods The random primer was used for random amplified polymorphic
DNA (RAPD) screening to obtain specific marker bands. Through separating, extracting, cloning, and sequencing, the specific primers were
designed for normal PCR reaction based on the sequences of both ends of RAPD marker bands to obtain SCAR marker. Results A specific
segment with 896 bp of B. ochracea was obtained by random screening of 50 pairs of primers, which was different from B. formosana,
Pleione yunnanensis, and B. striata. A pair of specific primers was based on the sequence of RAPD marker bands and then the RAPD marker
was successfully transformed into SCAR marker after repeated tests. Conclusion The established SCAR marker could make the band clear
and bright and be used as the basis for molecular identification of B. ochracea with the stable results.
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Fig. 1 DNA of B. ochracea
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CTCCATGGGGTATACAAAGACTACACAACTCTACCAGGTATATGGAGATTACTCAACTCCATCAAGTATATAGA
AATTGCCCAACTCCACCAATTTTATGGAGACTACCCAACTCCATTAAGTATATAGAGACTACCCAACTCTATTT
AGTTTATAAAGACTACCTCACTCCGTCGAAACTGTGATGCGAAACTATAATTCTATTCCATGAATGTCAACATT
CCCTCTTGACGACCTTATGGAACATCAGTTGGTAAGAACTTCCTCTTTAAGATAGAAGCCTCATTATCGACCA
CTTTTGTTATAATGCATGTTAATCACATGATTTTCATATCACATATTCAAAAGATTAAAGAGGGGGAGGGGGGG
TAGCCCAATCCACATCCCCAAACCCTTTCTATTAGTATGGATAGAAATTATGGTTGCTAAGTCATTAGCCTATGC
CAAAAGGTGCCATGGAAACTTCTCCTTCAGTATTAATAAATGCTATGGTCATTGAGGCATTAGCCCTGAACAT
GACCCAAAGGAAACTCCTCCTTTAATAGTGATTGAAGTTATGGTCGGTGAAGCATTAGCTCTAGCCATGACCC
CAAGAAAACTTCTCCCTTCCTTCAGCATGACTAGAGTTATGGTTTCTAGGGCATAACTATAATGACTCTCCCCC
ATCTTTAAAATTTTTTACTCCAACACATCAAGAATCTTCTAGAGAGATAGTCCCCATGAGGGCTAGCCAGTTA
GAAAGCCTTATAGGGAACTTAGTTTTGGATAGGGTCTTCTATGAAAGTCATTATCACGGAGGCATTAGCCCAG
TCCACATCCTCAAGTAAACCCTTTATTTTAGTATGGACATAAATTACAATTGCCAAGTCATTATCCTAGGTCAA
GGCCCCATGGAG

NRIZS> A RAPD BEHLE 4 15 /751

Underline part was the sequence of the random primer J5

3 BRBEEFHRBRHFY

Fig. 3 Sequence of specific segment of B. ochracea
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Fig. 4 SCAR molecular marker of B. ochracea
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