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ITS sequence analysis of eight medicinal plants in Clematis L.
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Abstract: Objective To provide molecular evidence for identification of medicinal plants in Clematis L., sequencing and comparison
of ITS from C. uncinata, C. henryi, C. chinensis, C. finetiana, C. lasiandra, C. patens, C. apiifolia, and C. patens ssp. tientaiensis were
performed. Methods
analyzed using Clustal X, MEGA, and DNASTAR softwares. Results Between ITS1 and ITS2 of the eight medicinal plants in
Clematis L., the length of ITS region varied from 534—561 bp with 50 variable sites and 22 parsimony information sites. The smallest

ITS sequences were amplified from leaf genomic DNA by PCR. Sequence features were compared and

genetic distance was observed between C. patens ssp. tientaiensis and C. patens, and the largest existed between C. patens ssp.
tientaiensis and C. apiifolia revealing their farest genetic relationship. Sequences were submitted to NCBI database with the registry
numbers of JF714638 —JF714645. Conclusion ITS sequences of the eight medicinal plants in Clematis L. are obtained, which could
provide a foundation for molecular identification.
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Table 1 Resource of eight plants in Clematis L.
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Table 2 Length and G+C contents of ITS sequences
of eight plants in Clematis L.

G B ITShp _ ITS1 _ ITS2
KEbp  G+C/%  KfE/bp  G+C/%

ChITS 534 156 57.69 219 67.12
CtITS 561 180 65.00 223 69.06
CpITS 560 180 63.89 222 68.92
CITS 550 172 59.88 219 66.21
CcITS 545 165 58.79 221 70.14
CulTS 542 164 57.93 219 68.95
CalTS 552 173 60.69 220 68.18
CAITS 541 164 58.54 218 67.89
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Fig. 1 ITS1 and ITS2 sequences comparison of eight plants in Clematis L.
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Table 3 Genetic distances among eight plants in Clematis L.
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CtITS 0.005 5

CAITS 0.033 8 0.039 6
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CalTS 0.054 4 0.060 5 0.042 6 0.054 2 0.048 3 0.019 5 0.0309

CpITS
—L s
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— s
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2 BETF ITS1 M ITS2 FMEMRLER BN
Fig. 2 Phylogenetic tree constructed based

on ITS1 and ITS2 sequences
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