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Optimizing RAPD reaction system and authentic genuineness related genetic
background of Fructus Evodia
CAO Liang', LI Shur-xiang"?, WEI Bae-yang', HUANG Dan’, XU Fei', TONG Zhiyuan'

(1 Key Laboratory of Modernization of Chinese Materia Medica, College of Pharmacy, Hunan University of Traditional
Chinese Medicine, Changsha 410208, China; 2 Hunan A cademy of Traditional Chinese Medicine, Changsha 410013,
Ching 3 College of Bioscience and Technology, Hunan Agricultural University, Changsha 410128, China)

Abstract: Objective T o establish molecular marker method of RAPD and to probe into the genetic
background of Fructus Evodia. Methods Genomic DNA of Fructus Evodia was extracted by the DNA
extraction kit method and then chose the RAPD primer; RAPD Analysis on 48 individuals of Fructus Evo-
dia from three provinces have been done The NTSYS-PC software was used to do cluster analysis Results
RA PD Analysis method was optimized for Fructus Evodia. RAPD Cluster analysis revealed that variety in
different kinds of Fructus Evodia was significant Ewvodia rutaecarp a from Liuyang and E. rutaecarp a
var. of ficinalis from other places gathered in two populations at the similarity coefficient of Q 68. In the
similarity coefficient of Q 78, the samples from Tongren, Liuyang, Jiande, and Wenzhou gathered in clus-
ters, the same as their region ethnic groups, respectively. Conclusion Genetic background of Fructus
Evodia from varies of regions is obviously different and RAPD analysis is a good manner to probe gee
authentic crude drug Fructus Evodia.
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Table 2 Primers used for polymorphic
analysis of Fructus Evodia
29 S85 5 CTGAGACGGAS 10
30 S119 5 CTGACCAGCCS 8
36 S157 5 CTACTGCCGTS 9
38 S193 5 GTCGTTCCTG3 8
40 $324 5 AGGCTGTGCT3 9
41 $325 5 TCCCATGCT G 9
44 $351 5 ACTCCTGCGA3 10
56 $380 5 GTGTCGCGAGS 5
32 RAPD 8
41
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Principal component cluster analysis for Citrus medica var. sarcodactylia fruits
and fingerprint identification of medicinal plants in Citrus L

CUI Hong-hua"?, GUO Jiao®, GAO Yowheng’, SHEN Zhi-bin’, CHEN Chao’
(1 Department of Phytochemistry, Guangzhou University of T raditional Chinese Medicine, Guangzhou 510405, China;
2 College of Chinese Materia Medica, Guangdong Pharmaceutical University, Guangzhou 510006, China)

Abstract: Objective To compare the affiliation of Citrus grandis var. tomentosa fruits and C. reticu—
lata, and establish HPLC fingerprint Methods C. medica var. sarcodactylia fruits and three medicinal
plants in Citrus L. were measured by HPLC method, which can be used to carry out principal com ponent
analysis and cluster analysis of the pre-classification of medicinal raw materials, and develope an mitial
method of selection. Results The HPLC chromatographic peaks of C. medica var. sarcodactylia and its
adulterants were determined so as to obtain HPLC fingerprint comparison on C. medica var. sarcodactylis
fruits and its adulterants from 17 different habitats. The similarity between them showed a good descrip-
tion of chemical distribution in this plant and stable proportion. By using the SPSS analysis software and
Euclidean distance cluster analysis, sample clustering results were satisfactory. Nineteen samples can be
clustered into eight categories, namely 1, 7- 10, and 15 samples in a class, the samples 2 and 3 in a class,
samples 4, 14, 16, and 17 in a class, samples 5, 6, and 11 are in a class, the samples 12 and 13 alone in a
class, adulterants C. grandis var. tomentosa (sample 18) and C. reticulata ( sample 19) left alone in a
class, respectively. So it can be more obvious distinction between samples of C. medica var. sarcodatylia

fruits. Conclusion T he Chinese materia medica (CM M) fingerprint of C medica var. sarcodatylia fruits
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