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Abstract: Objective To analyze the simple sequence repeat (SSR) information in expressed sequence
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tag (EST) resource of Sarumahenryi and lay a solid foundation for the development of EST-SSR markers
in this species Methods ESTs of S. henryi were downloaded from GenBank and used to perform the con-
tig assembly using Sequencher 4 8. Uni-ESTs were obtained and screened for SSR-containing unigenes u-
sing SciRoKo 3. 4 The distributing frequency of the EST-SSRs and the basic characteristics of motifs were
analyzed. Results A total of 10274 ESTs of S henryi were retrieved and were assembled into 6 643 non-
redundant Uni-ESTs with a total length of 5 11X 10° bp In all, the data mining yielded 1 408 SSR loci,
which corresponded to 1 232 Uni-ESTs (18 55%). On average, EST-SSRs spanned 22 30 bp, and
occurred every 3 63 kb in length. In S. henryi, mononucleotide repeats predominated with an occurrence
frequency of 12 24%. Dinucleotide repeats followed with a frequency of 5. 01%. The most frequent one
was A/T among all the repeat motifs, then followed by AG/CT. Conclusion SSRs in ESTs of S. henryi
display a relatively high level of occurrence frequency and show abundance of types
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Table 1 Occurrence frequency of SSR in non-redundant EST of S henryi
SSR SSR SSR Mbp
SSR
/% /% /bp /bp SSR
813 57 74 12 24 21 69 17 634 159 26
333 23 65 5 01 24 52 8 165 65 23
198 14 06 2 98 20 70 4 099 38 79
26 185 Q 39 18 15 472 3 09
11 Q78 Q17 23 55 259 215
27 192 0 41 28 74 776 329
1 408 100 21 20 137 34 31 405 275 81
(%)= SSR /
Occurrence frequency (%) = number of SSR containing sequences/ total num ber of sequences
EST-SSR ) 2 EST SSR
( Table 2 Main repeat motifs in EST-SSR of § henryi
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SSR ST 74 A’ 12 24 A; AU GT 9 AGG/CCT 17 AAAC/GTTT 3
, 333, SSR 23 65 %. ATC/GAT 16 || AAAT/ATTT 3
5. 01%; 198 SSR ACC/GGT 11 || AATCZGATT 2
14 06% 2 98% AAC/GTT 9 AATG/CATT 1
’ 0 CCG/CGG 6 AAGG/CCTT 1
’ 26.11.27 SSR 4 55%, ACG/ CGT 5 || acct/aceT 1
Q 97 %. SSR AAT/ATT 3 || ACGEGCET 1
17 634 bp, 259 bp, ACT/AGT 2 || AcCCGeeT 1
SSR 813 333 198 26
AC/GT
SSR , , AT/AT -
28 74 bp, . 18 15bp.  Mbp
SSR 275 81,
Mbp SSR :
SSR 8 17 Uni-EST
SSR , ,
; 60391  Uni-EST
SSR )
2 3 EST-SSR :
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A/T  C/G, A/T 807
99 26%. SSR !
3 AG/CT 286 Fig 1 Percentage of different motifs in dinucleotide
tsofS h i
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Distribution characteristics of camptothecin in branches and leaves of harvest pattem

Cam ptotheca acuminata Hisun-| ~

YU Jing-hua, CHANG Ying, ZHANG Xueke, ZU Yuan-gang, TANG Zhong-hua JIA Xue-ying

(Key Laboratory of Forest Plant Ecologys Ministry of Education, Northeast Forestry University, Harbin 150040, China)

Abstract. Objective To study the tissue distribution characteristics of harvest pattern camptothecin

(CPT) in branches and leaves of Camptotheca acuminata Hisun-1 "~(HI). Methods Taking the variety of

C. acuminata originally from Sichuan Province (SC) as control, the contents of CPT in different tissues of

the organs in C. acuminata HI were detected by HPLC. Results

In the different tissues, the CPT level in

C. acuminata of HI was higher than that in C. acuminata of SC, especially in the semi-lignified branch of
phloem (P<0. 01) and young leaves (P<0. 05). All the different strains of C acuminate showed that the

contents of CPT in young leaves and branches are higher than those in mature tissue, but the distribution

pattern of CPT in the different tissues of organs was distinct In the tender organs and main roots, the dis-

tribution was in an efferent way and in the lignified branch and main stem organs, the distribution was in

an afferent model. Conclusion The line of HI is the germ plasm type suitable for multiple times in one

year and consecutive years for harvest The distribution pattern of CPT in HI might be correlated with the
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