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Abstract: Objective To discuss the genetic diversity of Coptis chinensis. Methods The genetic diver-
sity of 78 individuals from seven populations was analyzed by inter-simple sequence repeat (ISSR). Results
Twelve primers were selected to produce highly reproducible ISSR bands Among 106 amplified bands, 72
showed polymorphism, the percentage of polymorphic bands reached to 67 92 % Nei's gene diversity in-
dex (H) was Q 180 3, Shannon information index (/) was Q 2832, Gst was Q 681 5. The genetic distance
coefficient and genetic similarity were Q 089 4—0. 184 6 and Q 832 1—0. 912 7, respectively. Conclusion

C  chinensis holds high genetic diversity and the majority of genetic variation occurs among the popula-
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tions By cluster analysis, the geographical distribution is very obvious. The ISSR marker could be used

for the analysis of the genetic diversity and genetic variation of C chinensis
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, , Table 1 Analysis of C chinensis in different
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. .CTABGSigma),
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Table 2 Sequence of 12 primers in experiment
1 /°C
11 : UBCS810 (GA)ST 54 0
UBCS811 (GA)5C 535
N ’ ’ ’ UBC823 (TGX%C 545
) 7 UBC824 (TCsG 545
10~12 , , UBC826 (AC)sC 54 0
. UBC834 (AG)gYT 550
N ’ —80 C UBC835 (AG)YC 54 5
i UBC840 (GA)gYT 53 5
| UBC842 (GA)YG 56 0
° UBC847 (CAX4RC 575
L2 : . N UBC855 (CA)§YT 570
Bio-Rad ) ( UBC857 (AC)YG 58 5
), ANTP(Promega ), Tag L5 PCR : ISSR-PCR
DNA (Promega ) Mg* ( 25 L. PCR . 1 X PCR
)s Buffer ( Buffer, L 5 mmol/L MgH, 200 “mol/ L ANTP, 0. 3
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Table3 Genetic diversity of C chinensis

Nei's Shannon's
/% CH) (D
CKHP 10 41 48 68 Q0 1867 Q0 2786
CKLT 12 47 46 06 Q1715 Q0 2643
WXBG 10 42 43 53 0 1683 Q0 2571
WSDY 12 51 45 89 Q1732 Q0 2728
NCJF 12 49 50 65 0 2218 Q0 2864
SZHS 10 52 52 21 Q0 2486 0 3021
QJWL 12 43 42 35 Q 1619 Q0 2647
78 72 67 92 Q1803 0 2832
(Gst) 0. 681 5. 68. 15%
. 3185%
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Table 4 Genetic similarity coefficient 7 (above diagonal)
and genetic distance D (below diagonaD)
in seven populations of C chinensis
CKHP CKLT WXBG WSDY NCJF SZHS QJWL
CKHP * * * * (09127 Q860 Q8734 0816 (0821 08507
CKLT 0084 * *** (0824 Q8623 0896 0837 08516
WXBG Q1640 01806 * * * * (0 8603 08592 Q 8417 Q 8403
WSDY Q1386 0 1407 Q 1503 * * * * 0 8517 Q 8427 Q 841 8
NCJF Q1728 01773 Q1532 Q 1576 * * * * 0 8346 0 832 1
SZHS Q1564 01521 Q1726 Q1684 0 1792 * * * ¥ (0 9146
QIWL Q1583 01572 Q1730 Q 1724 0 1846 Q 097 4 * * * x
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