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Genetic diversity of Radix Angelicae Dahuricae germplasmic resource based on ISSR analysis
GUO Dingding', MA Yuying', TANG Lin’, CHEN Yaezhen’, LU Qiang’'
(1. College of Pharmacy, Chengdu U niversity of T raditional Chinese Medicine, Chengdu 610075, China;
2 College of Life Sciences, Sichuan University, Chengdu 610064, China)

Abstract: Objective To determine the genetic diversity of Radix Angelicae Dahuricae by ISSR
Methods The 20 populations of germplasmic resources of Radix A ngelicae Dahuricae including four com-
modity varieties and Radix A ngelicae Dahuricae were analyzed by ISSR. T o make up the systematic dia-
gram of genetic relationship by NTSYS2 le software and cluster by UPGMA method Results A total of
97 ISSR bands from nine primers were obtained, among which 37 were polymorphic bands The average
percentage of polymorphic bands was 38%. The 20 populations of germplasmic resources of Radix A ngeli-
cae D ahuricae were classified into two large groups. Conclusion The level of germplasm diversity of
Argelica dahurica from various habitats is lower and the affinity relationship of Radix A ngelicae Dahurt
cae is closer. But there is genetic difference between A ngelica dahurica and the four commodity varieties
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Table 1 Materials used in experiment
(NC) 4(CQ4)
1(QXy) 1(SN)
2(QXz) (AY)
1(DX,) (YZ)
2(DX;) (AG)
3(DX3) (PA)
4(QX4) 1(BZy)
1(CQ1) 2(BZ>)
2(CQ2) (HZ)
3(CQ3) (YB)
L2 :Mg™ 10x PCR buffer (Mg*
free) Tag DN A ;
(UBC) )
; Biometra"
T personal PCR ; Gene Genius Bie imaging
System
2
21 DNA CTAB
DNA!
) DNA
) 100 ng/ BL, IS
SR
2 2 ISSR-PCR
221 ISSR : 25 BL s
DNA 10~ 30 ng, 2 5 BL 10 x PCR buffer

(Mg™ free), MgCl 2 0 mmol/L, dNTPs Q2

UBC815, UBC834, UBC841, UBC853, UBC857,
UBC862, U BC864, UBC868, UBCO00(  2)
2 ISSR
Table 2 ISSR Primer sequences and diversity analysis

(5 —3) /C 1%
UBC815  CTCTCT CTC TCT CTC TG 50 11 4 235
UBC834  AGA GAG AGA GAG AGA GYT 56 9 s 55.5
UBC841  GAG AGA GAG AGA GAG AYC s4 11 4 36 4
UBC853  TCT Cr' CTCT CTCTCT CRT 50 9 4 444
UBC857 ACA CAC ACA CACACA CYG 54 13 4 30.8
UBC862 AGCAGCAGCAGCAGCAGC s6 10 5 50.0
UBC864 ATG ATG ATG ATG ATG ATG 48 10 2 20.0
UBC868  GAA GAA GAA GAA GAA GAA 48 12 2 167
UBCY00 ACT TCC CAA CAG GTT AACACA s6 12 7 583
97 37 381
224 : EB 1 5%
s DNA Marker( DL
2 000) s 5 V/em
2. 5~ 3 h,

2 000 bp

100 bp|

M-DNA Marker (DL2000), 1~ 26CQ; QX, CQ;
NC CQ» YZ SN BZ; DX, DX4 CQs QX BZ,
DX; YB HZ AG AY DX, PA

1 UBC862 20
Fig 1 ISSR Profile of 20 populations
generated by Primer UBC862
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o : 200~ 1 500 bp :
X2
DX3 37, 38% ISSR
b1
BZ1 ) 2~ 7
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Fig 2 Dendrogram of ISSR analysis for Radix Angelicae a9 s
Dahuricae from various habitats R
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Table 3 Genetic similarity coefficient of materials from different populations
@i Q% €Qs NC CQ YZ SN Bz DXy DX4 CQu QX3 BZ DX3 YB HZ AG AY DXp PA
CQ; 10000
0X2 09691 10000
CQ3 0948509381 1.0000
NC 09278 08969 09588 1. 0000
CQ2 0917509278 0.92780 9278 1. 0000
YZ 09072 08969 0.8969 0 8969 0. 948 5 1. 000 0
SN 0948509381 095880 9588 0.9485 0. 9175 1. 0000
BZ 0938109278 092780 9072 0 9175 0. 8866 0. 9278 1 000 0
DX; 09278 09381 0896908969 0. 9072 0. 8763 0 9381 0. 9278 1. 000 0
DXs 0.8969 0.8366 0. 86600 8454 0. 8763 0. 8454 0 8660 0 9175 0.907 2 1 0000
CQs 0938109072 0907209072 09175 0.907 20 9072 0. 9175 0. 907 2 0 9381 1. 000 0
QX; 09278 0.9175091750.8969 09278 0.8969 0. 9381 0. 886 6 0. 896 9 0 8866 0 907 2 1. 000 0
BZ 0917509072 0927809072 0.938 1 0. 907 20 9485 0. 938 1 0.907 2 0 8969 0. 896 9 0. 948 5 1 000 0
DX3 0.9278 09381 0.8969 0 8763 0.9072 0. 8969 0 9175 0. 907 2 0.938 1 0 8866 0. 836 6 0. 896 9 0 907 2 1. 000 O
YB 0762907732 0773207526 0.7835 0. 83510 7732 0. 7835 0. 7732 0 7835 0. 804 1 0. 7526 0 783 50 793 8 1. 000 0
HZ 09278 091750938 109175 09485 0. 91750 9588 0. 9278 0. 8969 0 9072 0. 9278 0. 938 1 0 948 5 0. 896 9 O 7732 1 000 0
AG 0917509072 090720 8866 0.8969 0. 886 6 0. 9278 (. 8969 0. 907 2 0 8969 (. 896 9 0. 886 6 0 896 9 (& 907 2 0. 783 5 0 927 8 1. 000 0
AY 0948509588 0917508969 09278 0. 8969 0. 9381 (. 9278 0. 938 1 0 9072 (. 907 2 0. 896 9 0 907 2 0. 958 8 0. 7732 0 938 1 0. 948 5 1. 000 0
DX2 (9485 09588 01938 109175 0.9485 0. 91750 9588 0. 948 5 0.938 1 0 8866 0. 9072 0. 938 1 0 9278 0. 938 1 0. 7732 0 938 1 0. 9278 0. 958 8 1 000 0
PA 08969 09072 088660 8866 0 9175 0. 88660 9072 (. 8969 0. 886 6 0 8557 0. 8969 0. 886 6 0 876 3 0. 8366 0. 783 5 0 886 6 0. 896 9 0. 907 2 0 948 5 1. 000 0
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ISSR Analysis for genetic diversity of Coptis chinensis
ZHANG Churping', HE Ping', HU Sh+ jun’, WANG Rut+bo', ZHANG Y+ feng',
LIU Changkun', GAO Shan'

(1 Key Laboratory ( Ministry of Education) of Ece-environments of Three Gorges Reservoir Region, Chongging Key Laborer
tory of Plant Ecology and Resources Research for Three Gorges Reservoir Region, School of Life Sciences, Southwest Univer
sity, Chongqing 400715, China; 2 Kunming Institute of Botany, Chinese Academy of Sciences, Kunming 650204, China)

Abstract: Objective T o discuss the genetic diversity of Cop tis chinensis. Methods T he genetic diver
sity of 78 individuals from seven populations was analyzed by intersimple sequence repeat ( ISSR)1 Results
Twelve primers were selected to produce highly reproducible ISSR bandsl Among 106 amplified bands, 72
showed polymorphism, the percentage of polymorphic bands reached to 67192%1 Nets gene diversity in-
dex (H) was 01 180 3, Shannon information index (/) was 01283 2, Gst was Ol 681 51 The genetic distance
coefficient and genetic similarity were 01089 4) 01 184 6 and 01 832 1) 01912 7, respectivelyl Conclusion

Cl chinensis holds high genetic diversity and the majority of genetic variation occurs among the popula
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