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AFL P Analysis of genetic diversity of Leonurus japonicus ger mplasm resources
YU Qi*, SHEN Xiao-xia® , SHEN Yufeng'?, CHEN Jiahong' , SHI Cong-guang' , WAN G Zhi-an’
(1 College of Agriculture and Biotechnology , Zhgjiang University , Hangzhou 310029, China;
2. Zhdiang Research Institute of Chinese Materia Medica, Hangzhou 310023, China)

Abstract : Objective  The AFL P analyss of nine accessons of Leonurus japonicus was conducted to
explore genetic diversties among germplasm. Methods Cenetic diverdtiesat DNA level among the germ-
plasm of L. japonicus were studied by the amplified fragment length polymorphism (AFL P) marker , and
32 pairs of selective amplification primer were identified. The sSmilarities among the germplasm of L.
japonicus were calculated and analyzed by the software of NTSYSPC, and genetic evolution tree was
developed, usng amplified fragments as primary matrix. Results The quality of genomic DNA of L.
japonicus extracted by SDS method was good enough to meet the requirement of AFL P analyss. Ten
combinations with multiple morphologies, clear bands, and high discrimination rate were identified from
32 pairsof selective amplification primers. The A FL Pfingerprinting was developed, which could differen-
tiate each of nine accessonsof L. japonicus. Nine accessonsof L. japonicuscould be classfied into two
types based on the evolution tree. Conclusion There are richer genetic diversties among the germplasm
resources of L. japonicus, and certain relationships are found between some of morphological characteris
tics and genotypes.
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Table 1 Correlation parameter of biological characters
and gtachydrine hydrochloride content

in L. japonicusfrom different origins

/ /

24 <-4 (kg- hm-2) % ( )
1 1280 1895
2 1227 1 689
3 693 0.976
4 1147 1 368
5 1227 1489
6 1200 0.627
7 1173 0.693
8 1120 0.968
9 1067 1 448
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