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Establishment and optimization of ISSR reaction system for Coptis deltoidea
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Abgract : Objective Inorder to study the genetic diversty of Coptis deltoi dea germplasm, ISSR-PCR
system of C deltoi de was establi shed and optimized according to the charactersof it. Methods The effect
of ISSR-PCR was examined by screening primers and des gning the different concentration of the factorsin
the ISSR The reliable system for C deltoi de populations researching was established by analyzing the
reasons for occurrence of differential bands and optimizing the reaction conditions Results The optimal
ISSR-PCR systemin C deltoi de was established for the first time, that is, 254 L amplification reactions
system containing 10 x PCR Buffer 2 5pL , 1. 5 mmol/L Mg* , 2000 mol/L dN TP, 0. 3p mol/L primer ,
40 ng template, L 0 U TagDNA polymerase The optimal amplified procedure was asfollows: ater apre
denaturing of 5minat 94 , 35 cycleswere performed with denaturing of 30 sat 94 , annealingof 1 min
due to denaturing temperature of different primer , extensonof L 5 minat 72 , afinal extenson step of
7minat 72 and kept at 4 . Conclusion The ISSR-PCR systems established for studying of C del-
toi de show the characters of clear marker ste, stable reaction system, reliable abundant polymorphisms,
and better repeatability. It is suitablefor the study on genetic diversty of germplasm resource and identifi-
cation of C deltoi de population
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