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Establishment and optimization of sequence-related amplified polymorphism
system for Celosia argentea

GUO Qing-hua, GUO Meidi, XUE Qian, FENG Na, ZHANG Han-ming
( Department of Pharmacognosy, School of Pharmacy, Second Military Medical University, Shanghai 200433, China)

Abstract Objective To study the factors of influencing the amplification of sequence—related ampli—
fied polymorphism (SRAP) system in Celosia argentea, and to develop and optimize the SRAP reaction
system, laying a foundation for identifying spurious breed at molecular level and researching genetic rela—
tionships between different germplasms of C. argentea. Methods Cetyl-trimethyl-ammonium-bromide
(CT AB) method was used to extract the genomic DN A of C. argentea. The tests with three factors at
three levels were designed, including Taq polymerase concentrations (0.02, 0.04, and 0.06 U/ L),
dNTP concentrations (0. 10, 0. 20, and 0. 30 mmol/L), and Primer concentrations (0. 15, 0. 30, and 0. 45
“mol/L). Furthermore, eight tests were designed based on the single factor of Mg® concentrations (0. 5,
1.0, 1.5,2.0,2.5,3.0, 3.5, and 4 0 mmol/L). DN A Template (20 ng) was added into 25* . SRAP re-
action system, which was optimized- Agarose electrophoresis was used for detection. Results An effi-
cient SRAP reaction system for C. argentea was developed- The optimum system was as followes DN A
(20 ng) Taq polymerase 0. 04 U # L, ANTP 0. 30 mmol /L., Primer 0. 30 mol/L, and Mg* 2. 5 mmol/L.
The total volume for reaction was 25" L. Target bands were stable with good reproducibility after opti—
mization and the amplification results were satisfactory. Conclusion The SRAP reaction system in this
study is suitable for analysis of C. argentea, laying a foundation for identification of false from genuineness
at the molecular level and genetic research among different germplasms of C. argentea.
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Table 1 Three factor-test of three concentrations

of Taq polymerase, dNTP, and primer

Tag / AN TP/ /
(u° L) (mmol® L~ 1) (P mol” 17 1)
1 0.02 0.20 0.30
2 0.02 0.20 0.45
3 0.02 0.20 0.15
4 0.02 0. 10 0.15
5 0.02 0.10 0.30
6 0.02 0.10 0.45
7 0.02 0.30 0.45
8 0.02 0.30 0.15
9 0.02 0.30 0.30
10 0.04 0. 30 0.45
11 0.04 0. 30 0. 30
12 0.04 0.30 0.15
13 0.04 0.20 0.15
14 0.04 0.20 0.30
15 0.04 0.20 0.45
16 0.04 0.10 0.15
17 0.04 0.10 0.45
18 0.04 0. 10 0. 30
19 0. 06 0.10 0.45
20 0. 06 0.10 0.15
21 0. 06 0.10 0.30
22 0. 06 0.30 0.45
23 0. 06 0.30 0.15
24 0. 06 0.20 0.15
25 0. 06 0.20 0.45
26 0. 06 0.20 0. 30
27 0. 06 0. 30 0. 30
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No. 1= 27, corresponding to 1= 27 agarose
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Fig. 1 Influence of Tag polymerase, dN TP, and primer
on SRAP amplification results
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