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Cloning of ribosomal protein L 27 d NA fram Jilin Shuangyang sika deer
W EI Zheng-ren', CHEN Yue', YANG Yu', YU Yong-li'
(Department of mmunology, BasicM edical School of Jilin U niversity, Changchun 130021, China)
Abstract: Object To develop the gene resourcesof Jilin Shuangyang sika deer, a rare animal in Chi-
na and reveal the phamacological functionsof deer medicinal material on themolecular level M ethods A
MDNA plasnid library of gleen cells derived from Shuangyang sika deer was set up. Some housekeeping
genesw ere cloned and analyzed Reaults One of the DNA sequences and it's deduced anino acid se-
guence in deer share high homology w ith a group of ©NA sequences encoding ribosomal proteinL 27 in hu-
man, rat, Canisandmouse and their correponding amino acid sequence regectively. It has the completed
open reading frane aswell Conclusion A novel full-length ©DNA encoding Shuangyang sika deer ribo-
somal protein L 27 is discovered This sequence has been deposited in Genbank under accession num ber
A F373231
Key words Shuangyang sika deer; ribosomal protein L 27; sequence analysis
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1 50 dDNA Shuangyang cervine
corvine  MGKFMKPGKVYLVLAGRYSERKAY ) VKN IDDGTSDRPYSHALVAB| DRYP _ _
Cenie MGKFWKPOKVVLYLAGRYSGRKAV | YKN IDDGTSDRPYSHAL VAR | DRYP ribosomal protein L 27, mRNA, complete cds,
human MGKFUKPOKYVLYLAGRYSGRKAV | VKN IDDGTSDRPYSHALVAG | DRYP
rat MOKFMKPGKVVLYLABRYSGRKAY (VKR 0DGTSORPYSHALVAG IDRYP Genbank : ' A F373231 B last
mouse MGKFMKPGKVYLVLAGRYSGRKAY [ VKN ) DDGTSDRPYSHALYAG IDRYP L 27
81 100 o7
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rat RKVTAAMCKKK | AKRSK | KSFVKVYNYNHLMPTRYSVD | PLDKTVVNKDY U niGene
mouse RICYTAAMGKKK | AKRSK | KSFYKVYNYNHLMPTRYSVD I PLOKTVYNKDY
: L 27
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cervine  FROPALKRKARREAKVKFEERYKTGKNKWFFGKLRF 17 g21.1-g21.2 ,
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human FROPAL KRKARREAKVKFEERYKT GKNKWFFQKLRF ,
rat FROPALKRKARREAKVIFEERYKT GKNKWFFGKLRF
mouse FRDPALKRKARREAXVXFEEQYKTGKNKWF FQXLRF
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Prelm inary study of a vincr istine-producing endophytic fungus isolated
from leaves of Catharanthus roseus
YAN G Xian-zhi‘, ZHANGL ing-qi°", GUO Bo’, GUO Shi-ping’
(1 College of Physical Electronics, U niversity of Electronic Science and Technology of China, Chengdu 610054,
China, 2 School of L ife Science, Y unnan U niversity, Kunming 650091, China)

Abstract: Object

To select the endophytic fungi w hich produce vincristine by ilating fungi from

the leaves of Catharanthus roseus (L. ) G Don M ethods The endophytic fungi were isolated from the

leaves of C.

roseus and the zymotic extractswere analyzed by TLC and HPLC. Results A n endophytic

fungusw hich isMycelia sterilia 97CY s can produce vincristine T he content of vincristine in the fungusw as

detem ined as 0. 205 ug/A. by HPLC. Conclusion  Some endophytic fungi isolated from C. roseus can pro-

duce the anticancer substance vincristinew hich is the same as that of host plant producing
Key words Catharanthus roseus (L. ) G Don; Myecelia sterilia; endophytic fungi; vincristine
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