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Application of proteam ics to modern ization research of Chinesemater iamedica
WAN G Zhi-ping, Q IAO Jian-jun, YUAN Ying-jin
(Pham aceutical Engineering D epartment, College of Chamical Engineering, Tianjin U niversity, T ianjin 300072, China)

Abstract: To summarize the application of proteomics to modernization research of Chinese materia
medica (QMM ) and offer the reference for modernization of OMM and nev medicine preparation exp loita-
tion. Based on the references and our project group studies in proteom ic of drug biosynthesis pathw ay and
metabolization; themain content, technology strategies and mportant gpplication of the proteomicsw ere
introduced significantly; and the further development of protenicsw as analyzed. The proteomicsw ill be-
come one of absolutely necessary tackles in themodernization research of CMM .
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