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ISSR analysis on genetic diversity of germplasms resources in Dendrobium SW.
from different habitats
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Abstract: Objective To analyze the genetic diversity and genetic relationship of 24 plant samples in Dendrobium SW. from different
habitats. Methods The molecular marker technique of inter-simple sequence repeat (ISSR) and unweighted pair-group method with
arithmetic means (UPGMA) were used to study the genetic diversity and cluster analysis of 24 samples. Results Six primers with
stable and clear diversity were sieved from 100 ISSR primers. DNA fragments (847) were amplified from 24 samples, and 141 DNA

fragments were amplified from each primer in average, with 100% of polymorphic bands. Conclusion The 24 samples in plants of

Dendrobium SW. from different habitats are divided into six groups and the genetic diversity is very abundant.
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Fig. 1 DNA electrophoresis of 24 germplasms resources
in Dendrobium SW. by CTAB method
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Table 2 Amplification of six ISSR primers

L/ R S5 SN LA M A ZAMEEER /%
UBCS811 GAGAGAGAGAGAGAGAC 103 103 100
UBC 827 ACACACACACACACACG 108 108 100
UBC 840 GAGAGAGAGAGAGAGAYT 170 170 100
UBC 864 ATGATGATGATGATGATG 104 104 100
UBC 899 CATGGTGTTGGTCATTGTTCCA 176 176 100
UBC 900 ACTTCCCCACAGGTTAACACA 186 186 100
L4t 847 847 600
S 141.17 141.17 100
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El2 UBC 840 31497 24 i B AHEMET ISSR HEER
Fig. 2 ISSR amplification of 24 plant samples
from Dendrobium SW. using primer UBC 840
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Fig. 3 ISSR amplification of 24 plant samples
from Dendrobium SW. using primer UBC899
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Fig.4 UPGMA dendrogram of 24 samples in Dendrobium SW.
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