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Effect of Aconiti Lateralis Radix Praeparata and Ginseng Radix Et Rhizoma
Rubra in different compounding ratio on gut microbiota in SD rats evaluated by
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Abstract: Objective To analyze the effect of AconitiLateralis Radix Praeparata (ALRP) and Red Ginseng in different compounding
ratios on the intestinal microbiota of rats by using Miseq high-throughput sequencing technology. Methods Red Ginseng and ALRP
were extracted by refluxing with 70% ethanol of eight times volume for two times, 1 h each time, to prepare ethanol extracts. Fifteen
SD rats were randomly divided into A, B and C group, which were treated with ALRP ethanol extracts alone, ALRP and Red
Ginseng in compounding ratio of 1:1 (Red Ginseng ethanol extracts 1.17 g/kg) and 1:2 (Red Ginseng ethanol extracts 2.34 g/kg)
respectively, ig administrated once daily for 7 d. The fecal samples were collected on the 8th to extract bacterial DNA. The fecal
bacteria composition was investigated by Miseq high-throughput sequencing of the V4 region of the 16Sr-RNA gene. Uparse
Software was used to analyze the sequences, and the sequences with 97% similarity were merged to generate OTU, and QIIME
Software was used to calculate the bacterial abundance index (Ace and Chaol) and bacterial diversity index (Simpson and Shannon).
Results The number of OTUs in group A and group B was significantly higher than that in group C (P < 0.05); the Ace and C haol
indices in group A and group B were 1 393 and 1 368, 1 085 and 1 057, and the Ace and Chaol indices in group C were 889 and
884, while the A and B groups were significantly higher than that in group C (P < 0.05 and 0.01); Fimicutes, Bacteroides and
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Proteobacteria were the dominant phylum in the three groups; at the genus level, Lactobacillus and Bacteroides in group C were the

dominant phylum. Conclusion ALRP and Red Ginseng in different compounding ratio have significant effect on gut microbiota.

With the increase of the proportion of Red Ginseng, the intestinal microecological environment may be improved to a certain extent.
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H2 3EAREEEMENKT LT Fig.3 Composition of 3 groups at the level of the genus

Fig.2 Composition of 3 groups at the level of the phylum
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Fig.4 Heatmap of three groups at the level of the genus
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