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injury (SAKI). Methods A mouse model of sepsis was established by intraperitoneal injection of LPS. After treatment with different
doses of 4. officinarum, the survival curve, serum inflammatory factors and renal function indexes were detected to clarify the efficacy
of A. officinarum on SAKI. The component targets of 4. officinarum and the disease targets of SAKI were obtained through multiple
databases. The intersection targets were analyzed and the core targets were analyzed and screened by PPI network. The mechanism of
action of 4. officinarum was analyzed by GO and KEGG enrichment. Finally, the relationship between active components and targets
was verified by molecular docking and kinetic simulation. Results Animal experiments showed that the survival rate of mice after
sepsis was significantly reduced, and inflammatory factors (TNF-a, IL-6, IL-1B) and renal injury indicators (Scr, BUN) were
significantly increased. After treatment with 4. officinarum, the above indicators were improved in a dose-dependent manner. Through
network pharmacology, 322 potential therapeutic targets of A. officinarum were screened out, and 12 core targets were further analyzed.
Enrichment analysis showed that the mechanism of A. officinarum on SAKI mainly focused on signal transduction, apoptosis
regulation, inflammation inhibition and hypoxia response. Molecular docking and kinetic simulation showed that the target EGFR had
good binding stability with the active components ergocornine and 7, 2'-dihydroxyflavone. Conclusion A. officinarum can
synergistically regulate multiple pathways through active ingredients and key targets, inhibit inflammatory response, improve renal
function, and provide potential drugs and theoretical basis for the treatment of SAKI.

Key words: Alpinia officinarum Hance; sepsis-associated acute kidney injury; network pharmacology; molecular docking;
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14 EEHEE (glycitein) 29 I Z&EE-3-BR M (kaempferol-3-rhamnoside)
15 Fi#ER2 (ferulic acid)
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Table 2 Network topological properties of 12 core targets

75 A5 3R] Degree LAC EC BC
1 AKTI 191 43.287 96 0.163 590 6 662.208
2 TNF 190 42.663 16 0.161 072 6 903.091
3 SRC 165 41345 45 0.147 412 6 946.902
4 EGFR 156 46.371 79 0.152 833 2 883.894
5 STAT3 151 49.125 83 0.155 025 1792.673
6 CASP3 147 47.129 25 0.149 348 2 154.206
7 BCL2 143 47.678 32 0.148 267 2 033.060
8 HIFIA 135 44.785 19 0.138375 2024.784
9 ESRI 134 41.865 67 0.133 374 2628.012
10 HSP90A4A1 132 43242 42 0.134 451 2241.117
11 MMP9 121 42.876 03 0.125972 1 495.007
12 HSP90ABI 114 41263 16 0.122 165 1455478
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