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Research method and application of identifying active ingredients of traditional
Chinese medicine based on drug target
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Abstract: The interaction between small molecules of traditional Chinese medicine (TCM) and target proteins in vivo is the basis of
its pharmacological effects. The development of modern science and technology and the discovery of drug targets provide new
techniques and methods for the research of active ingredients of TCM. Based on known drug action target, it is an important
direction of research and development of TCM to reveal the active ingredients and its mechanism of action by using modern science
and technology. Based on chemical and biological technology and computer virtual screening technology, eight research methods
and application status of identifying active components of TCM based on drug target including affinity ultrafiltration mass
spectrometry, molecular biochromatography, magnetic bead enrichment, surface plasmon resonance, biolayer interferometry,
molecular docking technology, pharmacophore model and machine learning are summarized, with a view to supplementing the
traditional methods of drug discovery and providing references for the researchers in this field.
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