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Abstract: Objective To study the antibacterial effect of dictamnine on Trichophyton rubrum. Methods The minimal inhibitory
concentration (MIC) of dictamnine against Trichophyton rubrum was determined by liquid based dilution method. The transcriptome
of Trichophyton rubrum treated with dictamnine was sequenced by high-throughput sequencing technology, and the sequencing
sequence was processed and the biological information was analyzed to analyze the differentially expressed genes, the significance
of GO function and KEGG metabolic pathway. Results the MIC of dictamnine against Trichophyton rubrum was 50 pg/mL. The
results of high-throughput sequencing showed that there were 890 differentially expressed genes in the control group compared with
the high-dose group, including 384 up-regulated genes and 542 down regulated genes. The differential genes of Trichophyton
rubrum treated with dictamnine were mainly expressed in cell membrane structure, membrane intrinsic components, oxidoreductase
activity, drug response and cytochrome complex. There were significant changes in metabolic pathway, MAPK signaling pathway,
ABC transporter synthesis and tryptophan metabolism of Trichophyton rubrum after dictamnine treatment (P < 0.05). Conclusion
The antibacterial mechanism of dictamnine against Trichophyton rubrum may be related to inhibiting the integrity of cell membrane
structure, affecting the energy metabolism of Trichophyton rubrum and reducing drug resistance.
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Fig. 1 Growth of Trichophyton rubrum treated with dic-
tamnine by liquid medium culture method
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Fig. 3 Bubble chart of GO enrichment difference between dictamnine 25.0 pg-mL™"' group and control group
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