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Abstract: Objective To study on the mechanism of Banxia-Xiexin Decoction in the treatment of chronic atrophic gastritis on

network pharmacology. Methods The compound and target of Banxia-Xiexin decoction were obtained by Traditional Chinese
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Medicine Systems Pharmacology(TCMSP) analysis platform database. The compound was screened by oral bioavailability (OB) =
30% and drug-like property (DL) > 0.18 as thresholds, and The target was input into Uniprot to obtain the gene Symbol;The disease
target genes of chronic atrophic gastritis were obtained from Gene Card: The Human Gene Database, and screening intersection
genes with Banxia-Xiexin decoction target genes; The network diagram of "disease-traditional Chinese medicine-compound-
intersection target (gene)" was drawed by Cytoscape 3.7.1 software. The protein-protein interaction relationships were constructed
by STRING database. Molecular docking technology were used to verify the interactions between core targets and compounds. GO
enrichment and KEGG pathway enrichment were analyzed by g:Profiler data analysis platform. Results 189 compounds of Banxia-
Xiexin Decoction were screened by setting OB and DL values. After obtaintion of 80 intersection genes, 148 compounds were
finally screened by eliminating chemical components without intersection genes (targets). A total of 1 188 items were screened
through the GO enrichment analysis, including 59 molecular functions, 1086 biological processes, 43 cellular components. And 97
items were obtained by KEGG enrichment analysis. Quercetin,baicalein,wogonin and berberine are the main active components of
Banxia Xiexin decoction. STAT3, TNF,AKT1,HSP90AA1,TP53 are the main targets. The results of molecular docking showed that
the screened compounds could bind well with the core target HSP9OAAT1 and the potential target EGFR. The nitrogen metabolism,
oxidation reaction,cell apoptosis and other biological processes are biological processes involved. PI3K-Akt signal pathway,IL-17
signal pathway, gastric cancer pathway, epithelial cell signaling in helicobacter pylori infection pathway are main regulation
pathways. Conclusions This study provide certain reference for further study on the mechanism of Banxia-Xiexin decoction in
treating CAG.

Key words: Banxia-Xiexin Decoction; chronic atrophic gastritis; molecular docking; mechanism; network pharmacology; quercetin;

baicalein; wogonin; berberine; HSP9OAA1; EGFR
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Table 1 Components in Banxia-Xiexin decoction
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Fig. 10 Docking of HSP90AA1 and wogonin(A), quercetin(B), kaempferol(C), p-sitosterol(D), and baicalein(E)
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