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clinical significance
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Abstract: Objective To investigate the expression and clinical significance of HNF1A-AS1 and HNF1A in patients with cervical
cancer. Methods The cancer tissues and corresponding normal adjacent tissues of 187 cervical cancer patients collected in Yan 'an
People's Hospital from 2013 to 2018 were selected, and the expression levels of HNF1A-AS1 and HNF1A in the tumor tissues of
cervical cancer patients were detected by real-time fluorescence quantitative PCR, so as to explore the relationship between the
expression of HNF1A-AS1 and HNF1A, and the clinical characteristics, survival time of cervical cancer patients. Results HNF1A-
AS1 was highly expressed in cervical cancer tissues (P = 0.022). High HNF1A-AS1 expression was associated with tumor stage
(P < 0.001), carcinoma in situ (P = 0.013), lymph node metastasis (P = 0.002), distal metastasis (P < 0.001), and HPV type (P =
0.006) in patients with cervical cancer. The overall survival rate of the HNF1A-AS1 high expression group was significantly lower
than that of the HNF1A-AS1 low expression group (*= 10.33, P = 0.002). HNF1A was highly expressed in cervical cancer tissues
(P = 0.044), and the relative expression of HNF1A was positively correlated with the expression of HNF1A-AS1 (P < 0.001). High
expression of HNF1A was associated with tumor stage (P < 0.002), carcinoma in situ (P = 0.007), lymph node metastasis (P =
0.005), distal metastasis (P < 0.001), and HPV type (P = 0.003) in patients with cervical cancer. The overall survival rate of the
HNF1A-AS1 high expression group was significantly lower than that of the low expression group (y*= 6.10, P = 0.013). Conclusion
HNF1A-AS1 and HNF1A promote the occurrence and development of cervical cancer, and are related to the survival of cervical
cancer patients.
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Table 1 The correlation between HNF1A-AS1 expression and clinical features of cervical cancer
I R ARFAIE HNFIA-ASUEERIE/1(%) HNF1A-AS1 &2 ik /n(%) I 1E P
S <60(%) 45(72.6) 81(64.8) 1.141 0323
=60(%) 17(27.4) 44(35.2)
it 62(33.2) 125(66.8)
AR 1 24(38.7) 18(14.4) 15.990 <<0.001
I 16(25.8) 31(24.8)
11 22(35.5) 76(60.8)
TNMZ ] T Tl 5(8.1) 6(4.8) 10.789  0.013
T2 14(22.6) 11(8.8)
T3 22(35.5) 39(31.2)
T4 21(33.9) 69(55.2)
N 0 15(24.2) 13(10.4) 12.111  0.002
1 26(41.9) 38(30.4)
2 21(33.9) 74(59.2)
M 0 26(41.9) 16(12.8) 20.201 <<0.001
1 36(58.1) 109(87.2)
HPV ARG wfa i 29(46.8) 92(73.6) 13.346  0.001
Hh e 1Y 21(33.9) 19(15.2)
ik fe 2y 12(19.4) 14(11.2)
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Fig.1 Relationship of HNF1A-AS1 expression and surviv-

al in patients with cervical cancer
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FE T BT R AR R L R 4
e B R O H R R IR
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HNF1A-AS1 3k, & I HAE B 3 4 2 1 3%
B ER RE S IR AR R E B, HS 5 8UE B
HG R o A Sk R m o B R A O, B
HNF1A-AS| {5 1k 68 8 47 7 5 2000 B3 A7 .
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Table 2 The correlation between HNF1A expression and clinical features of cervical cancer
I R ARFAIE HNFI1A X EIE/(n%) HNFI1A F#IiE/(n%) P! P
S <60 % 45(65.2) 81(68.6) 0.233 0.632
=60 % 24(34.8) 37(31.4)
it 69(36.9) 118(63.1)
533 1 25(36.2) 17(14.4) 12.922 0.002
II 17(24.6) 30(25.4)
11 27(39.1) 71(60.2)
TNM 43 # T Tl 6(8.1) 5(4.8) 11.998 0.007
T2 16(22.6) 9(8.8)
T3 21(35.5) 40(31.2)
T4 26(33.9) 64(55.2)
N 0 16(23.2) 12(10.2) 10.788 0.005
1 28(40.6) 36(30.5)
2 25(36.2) 70(59.3)
M 0 26(37.7) 16(13.6) 14.547 <0.001
1 43(62.3) 102(86.4)
HPV 5 e fa 2 34(49.3) 87(73.7) 11.801 0.003
Hhfe 1Y 20(29.0) 20(16.9)
(it 15(21.7) 11€9.3)
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Fig.2 Relationship of HNF1A expression and survival in
patients with cervical cancer
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