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Abstract: Objective To study the mechanism of Jiawei Xiaoyao Powder in the treatment of Hashimoto's thyroiditis (Hashimoto's
thyroiditis, HT) with qi stagnation and phlegm stagnation. Methods The main chemical constituents of Jiawei Xiaoyao Powder
Angelica sinensis, Poria cocos, Paeonia lactiflora Pall, Atractylodes macrocephala, Bupleurum chinense, Pinellia ternata, Magnolia
officinalis, and Leaf of Perilla frutescens were collected by TCMSP, TCMID and TCMIP database, and the chemical formula
structures of each compound were collected by PubChem database. The targets of traditional Chinese medicine, disease and
syndrome type were collected by Swiss Target Prediction, GeneCards and TCMIP database respectively, and the interactive targets
of "traditional Chinese medicine-disease-syndrome type" were collected by Bioinformatics Gent Wayne diagram, and the interactive

targets were analyzed by PPI, GO and KEGG enrichment analysis through STRING and WebGestal database respectively, so as to
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clarify the mechanism of Jiawei Xiaoyao Powder in the treatment of HT with qi stagnation and phlegm stagnation. Results The
active components of Jiawei Xiaoyao Powder were Angelica sinensis (2), Poria cocos (15), Paeonia lactiflora Pall (13),
Atractylodes macrocephala (7), Bupleurum chinense (17), Pinellia ternata (13), Magnolia officinalis (2), Leaf of Perilla frutescens
(14), 43 "traditional Chinese medicine-disease-syndrome" interaction targets, PPI results showed that IL6, VEGFA, AKT1, CASP3,
TNF, HRAS, PTGS2 and other protein-protein interactions were the strongest. BP enriches 246 biological processes, CC enriches 70
cellular components, MF enriches 12 molecular functional classes, and KEGG enriches 105 signal pathways. Conclusion Jiawei
Xiaoyao Powder may play a role in the pathogenesis of HT by maintaining the balance of Th1/Th2, regulating the expression of
inflammatory factors (IL6, TNF- o, TNF- ), mediating the expression of VEGF molecules in thyroid cells through HIF signal
pathway, and regulating the physiological and pathological process of angiogenesis in thyroid tissue through VEGF signal pathway.
At the same time, it is predicted that Jiawei Xiaoyao Powder may play a role in the transformation of HT into PTC, which provides a
direction for the follow-up study of the prognosis and treatment of HT complicated with PTC.

Key words: Jiawei Xiaoyao Powder; syndrome of stagnation of qi and phlegm; Hashimoto's thyroiditis; network pharmacology;

thyroid papillary carcinoma; interleukin-6; tumor necrosis factor; vascular endothelial growth factor
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Table 1 Active ingredients and basic information of Jiawei Xiaoyao Powder
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Table 3 Drgree values of interaction targets

i Degree {& 5 Degree {8 A Degree {8
1L6 29 ACHE 12 MGMT 7
VEGFA 28 IGFBP3 11 SNCA 7
AKTI1 27 ABLI1 11 CTSB 6
CASP3 25 LGALS3 10 EDNRA 5
TNF 23 CNR1 10 SHBG 5
HRAS 20 ADA 9 FAAH 4
PTGS2 20 CYP3A4 9 XDH 4
ESR1 17 PRKCB 9 PNP 3
1L2 16 CASR 9 CYP2D6 3
PIK3CA 15 NOS2 8 ITGAL 3
AR 15 ESR2 8 AHCY 2
F2 15 PRKCA 8 ACP1 1
PPARG 14 VDR 8 CA2 1

ABCBI1 14 TYR 7
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Fig.3 Sub network topology of degree (A), betweenness (B) and closeness (C) algorithm
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